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<212> PRT 
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<221> misc_feature 

<223> Incyte ID No: 7517831CD1 
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<210> 2 

<211> 292 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7520272CD1 
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<210> 3 
<211> 434 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7521279CD1 

<400> 3 

Met Ala Ser Pro Arg Glu Leu Thr Gin 

1 5 
Trp Met Pro Tyr Ser Asn Gly Arg Pro 
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20 25 30 

Arg Gly Val Cys Met Thr Asn Cys Pro Thr Leu lie Val Met Val 
35 40 45 

Gly Leu Pro Ala Arg Gly Lys Thr Tyr He Ser Lys Lys Leu Thr 
50 55 60 

Arg Tyr Leu Asn Trp He Gly Val Pro Thr Arg Glu Phe Asn Val 
65 70 75 

Gly Gin Tyr Arg Arg Asp Val Val Lys Thr Tyr Lys Ser Phe Glu 
80 85 90 

Phe Phe Leu Pro Asp Asn Glu Glu Gly Leu Lys He Arg Lys Gin 
95 100 105 

Cys Ala Leu Ala Ala Leu Arg Asp Val Arg Arg Phe Leu Ser Glu 
HO 115 120 

Glu Gly Gly His Val Ala Val Phe Asp Ala Thr Asn Thr Thr Arg 
125 130 135 

Glu Arg Arg Ala Thr He Phe Asn Phe Gly Glu Gin Asn Gly Tyr 
14 ° 145 150 

Lys Thr Phe Phe Val Glu Ser He Cys Val Asp Pro Glu Val He 
15 5 160 165 

Ala Ala Asn He Val Gin Val Lys Leu Gly Ser Pro Asp Tyr Val 
170 175 180 

Asn Arg Asp Ser Asp Glu Ala Thr Glu Asp Phe Met Arg Arg He 
185 190 ~ 195 

Glu Cys Tyr Glu Asn Ser Tyr Glu Ser Leu Asp Glu Asp Leu Asp 
200 205 210 

Arg Asp Leu Ser Tyr He Lys He Met Asp Val Gly Gin Ser Tyr 
215 220 ^ 225 

Val Val Asn Arg Val Ala Asp His He Gin Ser Arg He Val Tyr 
230 235 ~ 240 

Tyr Leu Met Asn He His Val Thr Pro Arg Ser He Tyr Leu Cys 
245 250 " 255 

Arg His Gly Glu Ser Glu Leu Asn Leu Lys Gly Arg He Gly Gly 
260 265 " 270 

Asp Pro Gly Leu Ser Pro Arg Gly Arg Glu Phe Ala Lys Ser Leu 
275 280 ~ 285 

Ala Gin Phe He Ser Asp Gin Asn He Lys Asp Leu Lys Val Trp 
290 295 300 

Thr Ser Gin Met Lys Arg Thr He Gin Thr Ala Glu Ala Leu Gly 
305 310 315 

Val Pro Tyr Glu Gin Trp Lys Val Leu Asn Glu He Asp Ala Ser 
320 325 330 

Tyr Glu Asp Leu Val Gin Arg Leu Glu Pro Val He Met Glu Leu 
335 340 345 

Glu Arg Gin Glu Asn Val Leu Val He Cys His Gin Ala Val Met 
350 355 360 

Arg Cys Leu Leu Ala Tyr Phe Leu Asp Lys Ala Ala Glu Gin Leu 
365 370 375 

Pro Tyr Leu Lys Cys Pro Leu His Thr Val Leu Lys Leu Thr Pro 
380 385 * 390 

Val Ala Tyr Gly Cys Lys Val Glu Ser He Phe Leu Asn Val Ala 
395 400 405 

Ala Val Asn Thr His Arg Asp Arg Pro Gin Asn Val Asp He Ser 
410 415 420 

Arg Pro Pro Glu Glu Ala Leu Val Thr Val Pro Ala His Gin 
425 430 

<210> 4 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7523965CD1 
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<210> 5 
<211> 199 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7524016CD1 

<400> 5 
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140 145 150 

Val Lys Leu Gly Ser Pro Asp Tyr lie Asp Cys Asp Arg Glu Lys 

155 160 165 

Val Leu Glu Asp Phe Leu Lys Arg lie Glu Cys Tyr Glu Val Asn 

170 175 180 

Tyr Gin Pro Leu Asp Glu Glu Leu Asp Arg Ser Ser Thr Trp Ala 

185 190 195 

His Ala Thr Trp 



<210> 6 

<211> 406 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7524680CD1 

<400> 6 

Met Glu Glu Lys Thr Ser Arg lie Lys Val Phe Asn Leu Gly Gin 
15 10 15 

Tyr Arg Arg Glu Ala Val Ser Tyr Lys Asn Tyr Glu Phe Phe Leu 
20 25 30 

Pro Asp Asn Met Glu Ala Leu Gin He Arg Lys Gin Cys Ala Leu 
35 40 - 45 

Ala Ala Leu Lys Asp Val His Asn Tyr Leu Ser His Glu Glu Gly 
50 55 60 

His Val Ala Val Phe Asp Ala Thr Asn Thr Thr Arg Glu Arg Arg 
65 70 75 

Ser Leu lie Leu Gin Phe Ala Lys Glu His Gly Tyr Lys Val Phe 
80 85 "* 90 

Phe He Glu Ser He Cys Asn Asp Pro Gly He He Ala Glu Asn 
95 100 105 

He Arg Gin Val Lys Leu Gly Ser Pro Asp Tyr He Asp Cys Asp 

110 115 120 

Arg Glu Lys Val Leu Glu Asp Phe Leu Lys Arg He Glu Cys Tyr 

125 130 135 

Glu Val Asn Tyr Gin Pro Leu Asp Glu Glu Leu Asp Ser His Leu 

140 145 150 

Ser Tyr He Lys He Phe Asp Val Gly Thr Arg Tyr Met Val Asn 

155 160 165 

Arg Val Gin Asp His He Gin Ser Arg Thr Val Tyr Tyr Leu Met 

170 175 180 

Asn He His Val Thr Pro Arg Ser He Tyr Leu Cys Arg His Gly 

185 190 195 

Glu Ser Glu Leu Asn He Arg Gly Arg He Gly Gly Asp Ser Gly 

200 205 " 210 

Leu Ser Val Arg Gly Lys Gin Tyr Ala Tyr Ala Leu Ala Asn Phe 

215 220 225 

He Gin Ser Gin Gly lie Ser Ser Leu Lys Val Trp Thr Ser His 

230 235 240 

Met Lys Arg Thr He Gin Thr Ala Glu Ala Leu Gly Val Pro Tyr 

245 250 255 

Glu Gin Trp Lys Ala Leu Asn Glu He Asp Ala Gly Val Cys Glu 

260 265 270 

Glu Met Thr Tyr Glu Glu He Gin Glu His Tyr Pro Glu Glu Phe 

275 280 285 

Ala Leu Arg Asp Gin Asp Lys Tyr Arg Tyr Arg Tyr Pro Lys Gly 

290 295 300 

Glu Ser Tyr Glu Asp Leu Val Gin Arg Leu Glu Pro Val He Met 

305 310 315 

Glu Leu Glu Arg Gin Glu Asn Val Leu Val He Cys His Gin Ala 

320 325 330 
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<210> 7 

<211> 426 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7524757CD1 

<400> 7 

Met Glu Glu Lys Thr Ser Arg He 

1 5 
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20 
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<210> 8 

<211> 355 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> incyte ID No: 7516229CD1 

<400> 8 

Met Ala Thr Pro Gly Asn Leu Gly Ser 

1 5 
Thr Lys Thr Lys Lys Lys His Phe Val 
20 

Phe Arg Ala Ser Asp Pro Leu Leu Ser 
35 

Asn His Ser He Asn Glu Leu Ser His 
50 

Leu Met Pro Asp Asp Phe Lys Ala Tyr 
65 

Asn His Leu Phe Asn Lys Glu Asn Met 
80 

Lys Glu Tyr Cys Pro Met Val Phe Arg 
95 

Gly He Asp Asp Gin Asp Phe Gin Tyr 
110 

He Thr Leu Leu Pro Gin Phe Leu Gly 
125 

Asp Gly Val Glu He Tyr Val He Val 
140 

His Arg Leu Ser Val Tyr Arg Lys Tyr 
155 

Val Ala Arg Glu Ala Ser Asp Lys Glu 
170 

Thr Leu Lys Asp Asn Asp Phe He Asn 
185 

He Asp Asp Asn Asn Lys Lys Val Phe 
200 

Asp Val Glu Phe Leu Ala Gin Leu Lys 
215 

Leu Val Gly He His Asp Val Glu Arg 
230 

Glu Cys Glu Glu Asn Asp Gly Glu Glu 
245 

Thr His Pro Val Gly Thr Pro Pro Asp 
260 
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920 925 930 

Asp Arg Ser Gly Gin Gly Lys Val Tyr Pro Leu He Asn Arg Arg 

935 940 945 

Arg Phe Gin Gin Met Asp Val Leu Glu Gly Leu Asn Val Leu Val 

950 955 960 

Thr He Ser Gly Lys Lys Asp Lys Leu Arg Val Tyr Tyr Leu Ser 

965 970 975 

Trp Leu Arg Asn Lys He Leu His Asn Asp Pro Glu Val Glu Lys 

980 985 990 

Lys Gin Gly Trp Thr Thr Val Gly Asp Leu Glu Gly Cys Val His 

995 1000 "* 1005 

Tyr Lys Val Val Lys Tyr Glu Arg He Lys Phe Leu Val He Ala 
1010 1015 1020 

Leu Lys Ser Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr 
1025 1030 1035 

His Lys Phe Met Ala Phe Lys Ser Phe Gly Glu Leu Val His Lys 
1040 1045 1050 

Pro Leu Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys 
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1055 1060 1065 

Val lie Tyr Gly Ser Cys Ala Gly Phe His Ala Val Asp Val Asp 

1070 1075 1080 

Ser Gly Ser Val Tyr Asp lie Tyr Leu Pro Thr His lie Gin Cys 

1085 1090 1095 

Ser He Lys Pro His Ala He He He Leu Pro Asn Thr Asp Gly 

1100 1105 1110 

Met Glu Leu Leu Val Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn 

1115 1120 1125 

Thr Tyr Gly Arg He Thr Lys Asp Val Val Leu Gin Trp Gly Glu 

1130 1135 1140 

Met Pro Thr Ser Val Ala Tyr He Arg Ser Asn Gin Thr Met Gly 

1145 1150 1155 

Trp Gly Glu Lys Ala He Glu He Arg Ser Val Glu Thr Gly His 

1160 1165 1170 

Leu Asp Gly Val Phe Met His Lys Arg Ala Gin Arg Leu Lys Phe 

1175 1180 1185 

Leu Cys Glu Arg Asn Asp Lys Val Phe Phe Ala Ser Val Arg Ser 

H90 1195 1200 

Gly Gly Ser Ser Gin Val Tyr Phe Met Thr Leu Gly Arg Thr Ser 

1205 1210 ~ 1215 

Leu Leu Ser Trp 
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Met Ala Glu Gly Ala Pro Pro Leu Cys Asp Met His Pro Met Arg 
230 235 240 

Ala Leu Phe Leu lie Pro Arg Asn Pro Ala Pro Arg Leu Lys Ser 

245 250 255 

Lys Lys Trp Ser Lys Lys Phe Gin Ser Phe He Glu Ser Cys Leu 

260 265 270 

Val Lys Asn His Ser Gin Arg Pro Ala Thr Glu Gin Leu Met Lys 

275 280 285 

His Pro Phe He Arg Asp Gin Pro Asn Glu Arg Gin Val Arg He 

290 295 300 

Gin Leu Lys Asp His He Asp Arg Thr Lys Lys Lys Arg Gly Glu 

305 310 315 

Lys Asp Glu Thr Glu Tyr Glu Tyr Ser Gly Ser Glu Glu Glu Glu 

320 325 330 

Glu Glu Asn Asp Ser Gly Glu Pro Ser Ser He Leu Asn Leu Pro 

335 340 345 

Gly Glu Ser Thr Leu Arg Arg Asp Phe Leu Arg Leu Gin Leu Ala 

350 355 360 

Asn Lys Glu Arg Ser Glu Ala Leu Arg Arg Gin Gin Leu Glu Gin 

365 370 375 

Gin Gin Arg Glu Asn Glu Glu His Lys Arg Gin Leu Leu Ala Glu 

380 385 390 

Arg Gin Lys Arg He Glu Glu Gin Lys Glu Gin Arg Arg Arg Leu 

395 400 ' 405 

Glu Glu He Pro His Leu Val Ala Val Lys Ser Gin Gly Pro Ala 

410 415 - 420 

Leu Thr Ala Ser Gin Ser Val His Glu Gin Pro Thr Lys Gly Leu 

425 430 435 

Ser Gly Phe Gin Glu Ala Leu Asn Val Thr Ser His Arg Val Glu 

440 445 ~ 450 

Met Pro Arg Gin Asn Ser Asp Pro Thr Ser Glu Asn Pro Pro Leu 

455 460 465 

Pro Thr Arg He Glu Lys Phe Asp Arg Ser Ser Trp Leu Arg Gin 

470 475 480 

Glu Glu Asp He Pro Pro Lys Val Pro Gin Arg Thr Thr Ser He 

485 490 495 

Ser Pro Ala Leu Ala Arg Lys Asn Ser Pro Gly Asn Gly Ser Ala 

500 505 ~ 510 

Leu Gly Pro Arg Leu Gly Ser Gin Pro He Arg Ala Ser Asn Pro 

515 520 525 

Asp Leu Arg Arg Thr Glu Pro He Leu Glu Ser Pro Leu Gin Arg 

530 535 540 

Thr Ser Ser Gly Ser Ser Ser Ser Ser Ser Thr Pro Ser Ser Gin 

545 550 555 

Pro Ser Ser Gin Gly Gly Ser Gin Pro Gly Ser Gin Ala Gly Ser 

560 565 570 

Ser Gly Arg Thr Arg Val Arg Ala Asn Ser Lys Ser Glu Gly Ser 

575 580 585 

Pro Val Leu Pro His Glu Pro Ala Lys Val Lys Pro Glu Glu Ser 

590 595 600 

Arg Asp He Thr Arg Pro Ser Arg Pro Ala Asp Leu Thr Ala Leu 

605 610 615 

Ala Lys Glu Leu Arg Glu Leu Arg He Glu Glu Thr Asn Arg Pro 

620 625 630 

Met Lys Lys Val Thr Asp Tyr Ser Ser Ser Ser Glu Glu Ser Glu 

635 640 645 

Ser Ser Glu Glu Glu Glu Glu Asp Gly Glu Ser Glu Thr His Asp 

650 655 660 

Gly Thr Val Ala Val Ser Asp He Pro Arg Leu He Pro Thr Gly 

665 670 675 

Ala Pro Gly Ser Asn Glu Gin Tyr Asn Val Gly Met Val Gly Thr 

680 685 690 

His Gly Leu Glu Thr Ser His Ala Asp Ser Phe Ser Gly Ser He 

695 700 705 
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*i J J 


Leu 


Tyr 


Lys 


Asn 


Phe 


Pro 


JUj 










510 

J1U 


VjX ix 


Val 


Thr 


Glu 


Thr 


Val 

V CLX 


con 

D j£ U 










J 


Ujr O 


He 


Glu Ala Arg 


Xjy o 


Z> O ZJ 












CZl ii 

blU. 


Glu Asp Tyr Ala 


T.oi i 
JjcU 


ccn 
iJOU 














Leu 


Lys 


Leu Gly 


Asn 












57n 


xyxr 


Phe 


Tyr 


Leu 


Phe 


XrX U 


JOu 










RQR 
JOJ 


Ul u. 


Ser 


Arg 


Ser 


Asp 


t i W 


J-7 J 










D U VJ 


Asn 


Glu 


Thr 


Phe 


Lys 


Glu 


610 










615 


Lys 


Phe 


Leu 


Asn 


Lys 


Pro 


625 










630 


Pro 


Ser 


Leu 


Cys 


His 


Arg 


640 










645 



Tyr 


Tyr 


Glu 


Leu His 


Glu 


10 








15 


Val 


Lys 


Leu 


Ala Cys 


His 


25 








30 


Lys 


He 


Met 


Asp Lys 


Asn 


40 








45 


Lys 


Thr 


Glu 


He Glu 


Ala 


55 








60 


Cys 


Gin 


Leu 


Tyr His 


Val 


70 








75 


Val 


Leu 


Glu 


Glu Asn 


Leu 


85 








90 


Leu 


He 


Asp 


Phe Gly 


Leu 


100 








105 


Tyr 


His 


Leu 


Gin Thr 


Cys 


115 








120 


Glu 


Leu He Gin Gly 


Lys 


130 








135 


Trp 


Ser 


Met 


Gly He 


Leu 


145 








150 



17/95 



WO 2004/098539 



PCT/US2004/009215 



Leu 


Tyr 


Val 


Leu 


Met 
155 


Cys 


Gly 


Val 


Met 


Ala 


Leu 


Tyr 
170 


Lys 


Lys 


Pro 


Lys 


Trp 


Leu 


Ser 
185 


Pro 


Ser 


Leu 


Gin 


Val 


Asp 


Pro 
200 


Lys 
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Lys 


Glu 


Ser 


Ser Ser Phe Asp Phe Arg 










290 










295 






300 


Thr 


Ser 


Glu 


lie 


Ser 


Ala 


Lys 


Glu 


Glu 


Leu Val 


Leu 


His Pro 


Ala 










305 










310 






315 


Lys 


Ser 


Ser 


Thr 


Ser 


Phe 


Asp 


Phe 


Leu 


Glu Leu 


Asn 


Tyr Ser 


Phe 










320 










325 






330 


Asp 


Lys 


Asn 


Ala 


Asp 


Thr 


Thr 


Met 


Lys 


Trp Gin 


Thr 


Lys Ala 


Phe 










335 










340 






345 


Pro 


lie 


Val 


Gly 


Glu 


Pro 


Leu 


Gin Lys 


His Gin 


Ser 


Leu Asp 


Leu 










350 










355 




360 


Gly 


Ser 


Leu 


Leu 


Phe 


Glu 


Gly 
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Leu 


Asn 
530 


Ser 


Pro 


Thr Asn 


Gin 


GlU 


Ser 


Ala 


vai 
545 


Leu 


Aia 


Thr Ala 


lie 


Pro 


Pro 


Pro 


Leu 
560 


Pro 


ir Q 1 

vai 


Arg inr 


val 


GlU 


GlU 


Til ~ 

Aia 


^J-y 

575 


GlU 


rile 


oer Jrro 


Ser 


Ser 


Ala 


vai 


Lys 
590 


vai 


Lys 


lie Giy 


Gly 


Thr 


Ser 


GlU 


Pro 
605 


Lys 


Lys 


irne Asp 


Pro 


Ser 


Lys 


oer 


vai 
620 


Lys 


Leu 


Arg Ser 


vjin 


Asp 


Arg 


Ser 


Ser 
635 


Pro 


Pro 


rro fro 


bill 


Ser 


rxle 


irne 


Leu 
650 


7A 1 a 

Aia 


Asp 


GlU ASP 


lie 


GlU 


inr 


Tyr 


Ser 
665 


Thr 


Ser 


Tyr Pro 


Thr 


Ser 


Ser 


Lys 


Gin 

con 

DOU 


inr 


Leu 


Lys Thr 


Arg 


Ser 


Lys 


Ser 


Leu 
695 


Lys 


lie 


Leu Arg 


Cys 


Asn 


Ser 


Cys 


Pro 
710 


Pro 


Asn 
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Lys Ala Thr Ala Gin Met Glu Glu Arg Leu Ala Glu Phe lie Ser 
245 250 255 

Ser Asn Thr Pro Asp Ser Val Leu Pro Leu Ala Asp Gly Ala Leu 
260 265 270 

Ser Phe lie His His Gin Val lie Glu Met Ala Arg Asp Cys Leu 
275 280 ~ 285 

Asp Lys Ser Arg Ser Gly Leu He Thr Ser Gin Tyr Phe Tyr Glu 
290 295 300 

Leu Gin Glu Asn Leu Glu Lys Leu Leu Gin Asp Ala His Glu Arg 

305 310 315 

Ser Glu Ser Ser Glu Val Ala Phe Val Met Gin Leu Val Lys Lys 

320 325 330 

Leu Met He He He Ala Arg Pro Ala Arg Leu Leu Glu Cys Leu 

335 340 345 

Glu Phe Asp Pro Glu Glu Phe Tyr His Leu Leu Glu Ala Ala Glu 

350 355 360 

Gly His Ala Lys Glu Gly Gin Gly He Lys Cys Asp He Pro Arg 

365 370 375 

Tyr He Val Ser Gin Leu Gly Leu Thr Arg Asp Pro Leu Glu Glu 

380 385 390 

Met Ala Gin Leu Ser Ser Cys Asp Ser Pro Asp Thr Pro Glu Thr 

395 400 405 

Asp Asp Ser He Glu Gly His Gly Ala Ser Leu Pro Ser Lys Lys 

410 415 420 

Thr Pro Ser Glu Glu Asp Phe Glu Thr He Lys Leu He Ser Asn 

425 430 435 

Gly Ala Tyr Gly Ala Val Phe Leu Val Arg His Lys Ser Thr Arg 

440 445 450 

Gin Arg Phe Ala Met Lys Lys He Asn Lys Gin Asn Leu He Leu 

455 460 465 

Arg Asn Gin He Gin Gin Ala Phe Val Glu Arg Asp He Leu Thr 

470 475 480 

Phe Ala Glu Asn Pro Phe Val Val Ser Met Phe Cys Ser Phe Asp 

485 490 495 

Thr Lys Arg His Leu Cys Met Val Met Glu Tyr Val Glu Gly Gly 

500 505 510 

Asp Cys Ala Thr Leu Leu Lys Asn He Gly Ala Leu Pro Val Asp 

515 520 525 

Met Val Arg Leu Tyr Phe Ala Glu Thr Val Leu Ala Leu Glu Tyr 

530 535 540 

Leu His Asn Tyr Gly He Val His Arg Asp Leu Lys Pro Asp Asn 

545 550 555 

Leu Leu He Thr Ser Met Gly His He Lys Leu Thr Asp Phe Gly 

560 565 570 

Leu Ser Lys Met Gly Leu Met Ser Leu Thr Thr Asn Leu Tyr Glu 

575 580 585 

Gly His He Glu Lys Asp Ala Arg Glu Phe Leu Asp Lys Gin Val 

590 595 600 

Cys Gly Thr Pro Glu Tyr He Ala Pro Glu Val He Leu Arg Gin 

605 610 615 

Gly Tyr Gly Lys Pro Val Asp Trp Trp Ala Met Gly He He Leu 

620 625 630 

Tyr Glu Phe Leu Val Gly Cys Val Pro Phe Phe Gly Asp Thr Pro 

635 640 '* 645 

Glu Glu Leu Phe Gly Gin Val He Ser Asp Glu He Val Trp Pro 

650 655 660 

Glu Gly Asp Glu Ala Leu Pro Pro Asp Ala Gin Asp Leu Thr Ser 

665 670 675 

Lys Leu Leu His Gin Asn Pro Leu Glu Arg Leu Gly Thr Gly Ser 

680 685 ~ 690 

Ala Tyr Glu Val Lys Gin His Pro Phe Phe Thr Gly Leu Asp Trp 

695 700 705 

Thr Gly Leu Leu Arg Gin Lys Ala Glu Phe He Pro Gin Leu Glu 

710 715 720 
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Ser Glu Asp Asp Thr Ser Tyr Phe Asp Thr Arg Ser Glu 
725 * 730 

<210> 18 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522586CD1 

<400> 18 

Met Gly Asp Glu Lys Asp Ser Trp Lys Val Lys Thr Leu Asp Glu 
15 10 15 

lie Leu Gin Glu Lys Lys Arg Arg Lys Glu Gin Glu Glu Lys Ala 

20 25 30 

Glu He Lys Arg Leu Lys Asn Ser Asp Asp Arg Asp Ser Lys Arg 

35 40 45 

Asp Ser Leu Glu Glu Gly Glu Leu Arg Asp His Cys Met Glu He 

50 55 ~* 60 

Thr He Arg Asn Ser Pro Tyr Arg Arg Glu Asp Ser Met Glu Asp 

65 70 75 

Arg Gly Glu Glu Asp Asp Ser Leu Ala He Lys Pro Pro Gin Gin 

80 85 90 

Met Ser Arg Lys Glu Lys Val His His Arg Lys Asp Glu Lys Arg 

95 100 105 

Lys Glu Lys Trp Thr Ala Trp Ser Ser 
110 

<210> 19 
<211> 612 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7524017CD1 

<400> 19 

Met Lys Asp Tyr Asp Glu Leu Leu Lys Tyr Tyr Glu Leu His Glu 
15 10 15 

Thr He Gly Thr Gly Gly Phe Ala Lys Val Lys Leu Ala Cys His 
20 25 30 

He Leu Thr Gly Glu Met Val Ala He Lys He Met Asp Lys Asn 
35 40 45 

Thr Leu Gly Tyr Cys Pro Gly Gly Glu Leu Phe Asp Tyr He He 
50 55 ~ 60 

Ser Gin Asp Arg Leu Ser Glu Glu Glu Thr Arg Val Val Phe Arg 
65 70 75 

Gin He Val Ser Ala Val Ala Tyr Val His Ser Gin Gly Tyr Ala 
80 85 " 90 

His Arg Asp Leu Lys Pro Glu Asn Leu Leu Phe Asp Glu Tyr His 
95 100 105 

Lys Leu Lys Leu He Asp Phe Gly Leu Cys Ala Lys Pro Lys Gly 
110 115 120 

Asn Lys Asp Tyr His Leu Gin Thr Cys Cys Gly Ser Leu Ala Tyr 
125 130 135 

Ala Ala Pro Glu Leu He Gin Gly Lys Ser Tyr Leu Gly Ser Glu 
140 145 "* ~ 150 

Ala Asp Val Trp Ser Met Gly He Leu Leu Tyr Val Leu Met Cys 
155 160 165 

Gly Phe Leu Pro Phe Asp Asp Asp Asn Val Met Ala Leu Tyr Lys 
170 175 180 
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<212> PRT 
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<220> 

<221> misc__f eature 

<223> Incyte ID No: 7525773CD1 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 7525861CD1 



<400> 21 

Met Ser Ser Pro Arg Gly Phe Arg Ala Glu Pro Val Asn Asp Tyr 

15 10 15 

Glu Gly Asn Asp Ser Glu Ala Glu Asp Leu Asn Phe Arg Glu Thr 

20 25 30 

Leu Pro Ser Ser Ser Gin Glu Asn Thr Pro Arg Ser Lys Val Phe 

35 40 45 



25/95 



WO 2004/098539 



PCT/US2004/009215 



Glu 


Asn 


Lys 


Val 


Asn 
50 


Phe 


Pro 


His 


Asn Asp 










65 


Ser 


Gly 


Ser 


Asp 


Pro 
80 


Arg 


Gly 


Arg 


Trp 


Ser 
95 


Gin 


Ala 


Leu 


Ser 


Pro 
110 


Glu 


Gly 


Glu 


T All 

Lieu 


Asp 
125 


Asn 


Phe 


His 


Glu 


Gin 
140 


f2~\ <• ! 
ulU 




Lys 


Thr 


Ala 
155 


Asn 


lie 


Met 


Asp 


He 
170 


Met 


Val 


Gin 


Thr 


Lys 
185 


Leu 


Glu 


Val 


Leu Arg 










200 



<210> 22 

<211> 1125 

<212> PRT 

<213> Homo sapiens 
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Asn 


He 


Val 


Tyr 


He 


Val 


Phe 


Ser 


Ser 


Leu 


Trp 


Lys 


His 


Lys 


Glu 


lie 


Met 


Leu 


Leu 


Ala 


Lys 


Gly 


Thr 


He 


Tyr 


Gly 


Glu 









Glu 


Lys 


He 


Leu 


His 


Glu 


Leu 


Arg 

Z 10 


Leu 


Leu 


Tyr 
zztv 


Glu 


His 


Leu 

one 


Lys 


Cys 


Glu 

*3 O A 

oZU 


Asp 


He 


Lys 

lie 


Gin 


Ser 


Asp 


His 


Gly 


Arg 

ice 


He 


Glu 


He 


Gin 


Ala 


Leu 

one 


Thr 


Val 


Gin 
<fc xu 


Glu 


Asn 


Lys 
*±zo 


Gin 


Ala 


Phe 
yi >i a 


Arg 


Pro 


Leu 


Phe 


He 


Asp 
a *7 a 


He 


Leu 


Val 


Ser 


He 


Ala 

r- a r\ 
5UU 


Glu 


Lys 


Tyr 
515 


He 


Ala 


Phe 


Gly 


Leu 


Leu 

c yi c 


Ala 


Lys 


Asp 
5oU 


Lys 


Glu 


Leu 

CTC 

5 /5 


Thr 


Arg 


Tyr 

CQA 

5 yu 


Tyr 


Met 


Glu 

/r n c 
DUD 


Leu 


Leu 


Lys 
con 


Glu 


He 


Phe 

C3C 


He 


Lys 


Arg 

CCA 

D5U 


He 




665 


Lys 


Gin 


Lys 
680 


Gin 


Leu 


Tyr 
695 


Ser 


Lys 


Ala 


Asp 



Ser 


Glu 


Leu 


Tyr 


Asp 


Leu 


Leu 


Cys 


Ala 


Gly 


He 


Pro 


Leu 


Leu 


Trp 


Pro 


Glu 


Thr 


Leu 


Leu 


His 


Ser 


Ser 


He 


Gin 


Gin 


Leu 


Glu 


Asn 


Thr 


Glu 


Leu 


Val 


Asn 


Gly 


Val 


Lys 


Asn 


Ala 


Ala 


Leu 


Arg 


Lys 


Arg 


Leu 


Gly 


His 


Tyr 


Lys 


Leu 


Asn 


Asn 


He 


Glu 


Gly 


Asn 


Tyr 


Cys 


Val 


Tyr 


Met 


Lys 


Glu 


Lys 


Asp 


Arg 


He 


He 


Lys 


Lys 


Thr 


Phe 


He 


Glu 


Gly 


Lys 


His 


His 


Gin 


Leu 


Cys 


Val 


His 


Arg 


Asp 


Lys 


Val 


Glu 


Asn 


Ser 


Cys 


Pro 


Glu 


Val 


Trp 


Ala 



9*a c 
zjj 






Asn 


lie 


Val 


9R0 

Zj U 






Leu 


O >-v -v~ 

ofcri 


Lys 


ZOO 








Pro 


r~[ -n 
vj±n 


9 pa 






VaX 


Leu 


Leu 


OQC 

Z2D 






Ser 


lie 


vai 








Ser 


vai 


GlU 


•jot: 
3 ZO 






lie 


Leu 


Gin 


T/in 
j4U 






vaiy 


Ser 


Leu 










Lieu 


Ser 


11 A 
J /U 






r*ne 


Ser 


lieu 








lieu 


Asn 


Asp 


A A A 






Tyr 


Thr 


lie 


/II c 






TV 1 o 


Lys 




4 j U 






Jrne 


Leu 


Fne 








rile 


Pro 


Thr 


a a a 






Val 


Arg 


ASp 


4/5 






Leu 


Leu 


T7 a 1 

Val 


/OA 






Ser 


lie 


Asn 


CAR 

5U5 






TAl a 

Aia 


lie 


Lieu 


C O A 

5zU 






Lys 


vai 


Arg 


c o c 
5.35 






Val 


Asn 


Leu 


CCA 
55U 






Asp 


Ser 


Ser 


CCC 

5o5 






CjlU 


Gin 


Leu 


CQA 






Leu 


GlU 


Asn 


CQC 

5y 5 






T\ 1 =a 

Aia 


Pro 


Leu 


CIA 
DlU 






HIS 


Pne 


Thr 


COC 

oZo 






Leu 


Aia 


Leu 


CA a 






Asp 


Leu 


mr 


Ccc 
D 55 






Thr 


V d -L 




670 






Lys 


Leu 


Thr 


685 






Val 


Leu 


Lys 


700 






Val 


Gly 


Cys 







O A A 

ZQO 




Asn 


Leu 






O C c 

<s55 


Arg 


Leu 


Thr 






0*7 A 


Val 


Lys 


GlU 






ODC 

Zoo 


Ser 


Leu 


Leu 






i aa 


Trp 


lie 


Leu 






•a i c 
.315 


T 1 a 

lie 


Arg 


Tl 

He 






330 


Gly 


Asp 


Arg 






345 


Ser 


Ser 


Ala 






360 


GlU 


Asp 


Leu 






375 


/-»» n 

Gin 


Ala 


Ala 






390 


Thr 


Asn 


Ala 






405 


Ala 


Lys 


Leu 






420 


Asn 


Leu 


Leu 






435 


Ser 


Met 


Glu 






A C A 

450 


Asp 


Leu 


Til- 

Pne 






465 


Tl _ 

lie 


Ser 


Ala 






480 


GlU 


Asp 


Glu 






A A C 

495 


Gin 


Asn 


Lys 






510 


Asp 


> 

His 


Leu 






525 


Lys 


• His 


Ser 






540 


His 


Asn 


Pro 






555 


Val 


Arg 


Asn 






570 


Tyr 


His 


Pro 






COC 

585 


Asp 


Arg 


Leu 






600 


Gly 


Glu 


His 






C 1 c 

615 


GlU 


GlU 


Arg 






f~ *3 f\ 

630 


Arg 


Tyr 


Leu 






645 


Pro 


Asn 


Asn 






/- s~ r\ 

660 


7A en 
ASP 




vjxy 






675 


Ser 


Val 


Val 






690 


Ser 


Glu 


Pro 






705 


He 


Leu 


Tyr 
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710 




715 








720 


Gin Met 


Ala Thr 


Leu Ser Pro 


Pro 


Phe Tyr 


Ser 


X 1XX 


Asn 


Met Leu 






725 




730 








735 


Ser Leu 


Ala Thr 


Lvs He Val 


Glu 


Ala Val 


Tyr 


Glu 


Pro 


Val Pro 






740 




745 








750 


Glu Gly He Tyr 


Ser Glu Lvs 


Val 


Thr Asp Thr 


He 


Ser Arg Cys 






755 




760 








765 


Leu Thr 


Pro Asp 


Ala Glu Ala 




Pro Asp 


He 


Val 


Glu 


Val Ser 






770 




775 








780 


Ser Met 


He Ser 


Qqr\ T/ra 1 Mpt" 




Lys Tyr 


Leu Asp Asn 


Leu Ser 






78^ 




790 








. 795 


Thr Ser 


Gin Leu 


C T,c»i i Gill 


Lys 


Lys Leu Glu Arg Glu Arg Arg 






O \J \J 




805 








810 


Arg Thr Gin Arg 


TK/-K* pVio Mph 


Glu 


Ala Asn Arg Asn 


Thr 


Val Thr 






81 ^ 




820 








825 


Cys His 


His Glu 


Leu Ala Val 


Leu 


Ser His 


Glu 


Thr 


Phe 


Glu Lys 






O J W 




835 








840 


Ala Ser 


Leu Ser 


Qi»t~ Car Qor 


Ser Gly Ala Ala 


Ser 


Leu 


Lys Ser 






84^ 




850 








855 


Glu Leu 


Ser Glu 


Cpr 71 1 =a ien 
wci. ri x ex. ky 


Leu 


Pro Pro Glu Gly Phe Gin Ala 






860 




865 








870 


Ser Tyr 


Gly Lys 


S on n 7\ cjr^k 
VjXU rii3]J 


Arg Ala Cys 


Asp Glu 


He 


Leu Ser 






87S 




880 








885 


Asp Asp Asn Phe 


*»OH UCU V3xU 


Asn 


Ala Glu 


Lys 


Asp 


Thr 


Tyr Ser 






8QO 

O ^ V/ 




895 








900 


Glu Val 


Asp Asp 


Glu T*e»n A«?"o 


lie 


Ser Asp 


Asn 


Ser 


Ser 


Ser Ser 






905 




910 








915 


Ser Ser 


Ser Pro 




Ser 


Thr Phe 


Asn 


He 


Leu 


Lys Arg 






920 




925 








930 


Ser Phe 


Ser Ala 




Glu Arg Gin Ser Gin Thr Arg Asp 






935 




940 








945 


Phe Thr Gly Gly 


XX IX OCX. 


Arg 


Pro Arg 


Pro 


Gly 


Pro 


Gin Met 










955 








960 


Gly Thr 


Phe Leu 


rpm (III n AT a 
xxk/ vjjxax nxa 


Ser Ala Gly He Ala Val 


Ser Gin 






965 




970 








975 


Arg Lys 


Val Arg 


Gin lie Ser 


Asp 


Pro He 


Gin 


Gin 


He 


Leu He 






980 




985 








990 


Gin Leu 


His Lys 


lie lie Tyr 


He 


Thr Gin 


Leu 


Pro 


Pro 


Ala Leu 






995 




1000 








1005 


His His 


Asn Leu 


Lys Arg Arg 


Val 


He Glu 


Arg 


Phe 


Lys 


Lys Ser 




1010 




1015 








1020 


Leu Phe 


Ser Gin 


Gin Ser Asn 


Pro 


Cys Asn 


Leu 


Lys 


Ser 


Glu He 




1025 




1030 








1035 


Lys Lys 


Leu Ser Gin Gly Ser 


Pro 


Glu Pro 


He 


Glu 


Pro 


Asn Phe 




1040 




1045 








1050 


Phe Thr Ala Asp Tyr His Leu 


Leu 


His Arg 


Ser 


Ser Gly Gly Asn 




1055 




1060 








1065 


Ser Leu 


Ser Pro 


Asn Asp Pro 


Thr Gly Leu 


Pro 


Thr 


Ser 


He Glu 




1070 




1075 








1080 


Leu Glu Glu Gly He Thr Tyr 


Glu 


Gin Met 


Gin 


Thr 


Val 


He Glu 




1085 




1090 








1095 


Glu Val 


Leu Glu 


Glu Ser Gly 


Tyr 


Tyr Asn 


Phe 


Thr 


Ser 


Asn Arg 




1100 




1105 








1110 


Tyr His 


Ser Tyr 


Pro Trp Gly 


Thr 


Lys Asn 


His 


Pro 


Thr 


Lys Arg 




1115 




1120 








1125 
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Met 


Gin 


lie 


Val 


Gly Ser 


XT X. KJ 


Gly Pro 


Gly Ala Ala 


Trp 


Pro 


Val 


1 








5 










10 






15 


Lys 






Val 


Phe 


Pro 


A o n 


Gly Glu 


Gin Phe 


Leu 


Leu 


Ser 


Val 










20 










25 








30 


Ala 


Thr 


Lys 


Lys 


Val 


He 




Leu 


Cys 


Leu Gly Lys 


Ala 

Aia 


Gly Arg 










35 










40 








45 


JJ_y o 


vox 


TiOii 

UCU 


Al a 


Lys 


Lys 


Leu 


Ser 


Pro 


Leu Glu 


Thr 


Met 


Asp 


Lys 










50 










55 






60 


xyi 




Val 

VAX 


Tl » 


Lys 


Ala 


Tl o 

lie 


Gly Gin 


Gly Ala Phe 


Cjiy 


Lys 


Ala 










65 










70 




75 


a yi 


T»oi i 
xjc; li 


Al a 


i>yo 


Gly Lys 


Ser 


Asp 


Ser 


Lys His 


Cys 


vai 


He 


Lys 










80 










85 








90 


fil 11 


Tl tfa 
11c 


Asn 


xr life: 


GlU 


Lys 




Pro 


He 


Gin Glu 


Lys 


GlU 


Ala 


Ser 










95 










100 








105 


T.VC 




m ii 

olU 


Ua 1 
Veil 


He 


Leu 


Leu 


Glu 


Lys 


Met Lys 


His 


Pro 


Asn 


He 










110 










115 








120 


V d-L 


AT a 


xrjie 


xrxie 


Asn 


Ser 


xr lie 


Gin 


Glu 


Asn Gly Arg 


Leu 


Phe 


He 










125 










130 








135 


Val 


nc l- 


VJJ. Li. 


ijJ- 


Cys 


Asp 


variy 


Gly Asp 


Leu Met 


Lys 


Arg 


He 


Asn 










140 










145 








150 




Gl n 

OJ.il 


«i y 




Val 


Leu 


±r lie 


Ser 


Glu 


Asp Gin 


He 


Leu 


Gly Trp 










155 










160 








165 


Phe 


Val 


Gin 


Tl p» 


Ser 


Leu 


vji_y 


Leu 


Lys 


His He 


His 


Asp 


Arg 


Lys 










170 










175 








180 


lie 


Tilsit 


ni o 


rix. y 


Asp 


He 


Lys 


Ala 


Gin 


Asn He 


Phe 


Leu 


Ser 


Lys 










185 










190 








195 


"Oil 


\3JLy 


i lC L- 


Val 
veil 


Ala 


Lys 


Leu 


Gly Asp 


Phe Gly 


He 


Ala 


Arg Val 










200 










205 








210 


Leu 


Acjn 


A on 


CD CL 


Met 


Glu 


Leu 


Ala Arg 


Thr Cys 


He 


Gly 


Thr 


Pro 










215 










220 








225 


ryr 


ryr 


Leu 


OCI 


Pro 


Glu 


Tl <=> 

lie 


Cys 


Gin 


Asn Lys 


Pro 


Tyr 


Asn 


Asn 










230 










235 








240 




1 XIX 


Asp 


Tl o 

lie 


Trp 


Ser 


Leu 


Gly Cys 


Val Leu 


Tyr 


Glu 


Leu 


Cys 










245 










250 








255 


Txir 


Leu 


Lys 


riiS 


Pro 


Phe 


vjlU 


Gly Asn 


Asn Leu 


Gin 


Gin 


Leu Val 










260 










265 








270 


LeU 


Lys 


ne 


Cys 


Gin 


Ala 


HIS 


Phe 


Ala 


Pro He 


Ser 


Pro 


Gly 


Phe 










275 










280 






285 


Cor 

OCX 


Arg 


ulU 


Leu 


His 


Ser 


Leu 


He 


Ser 


Gin Leu 


Phe 


Gin 


Val 


Ser 










290 










295 








300 


Pro 


A"K*rr 


A cm 


Arg 


Pro 


Ser 


Tl o 

lie 


Asn 


Ser 


He Leu 


Lys 


Arg 


Pro 


Phe 










305 










310 






315 


JUdU 


\Jl Li. 


A en 
noli 


Leu 


He 


Pro 


Lys 


Tyr 


Leu 


Thr Pro 


Glu 


Val 


He 


Gin 










320 










325 








330 


ttl 11 


VJl Li. 


XTlltS 


Cor 


His 


Met 


Leu 


He 


Cys 


Arg Ala 


Gly 


Ala 


Pro 


Ala 










335 










340 






345 


OC1 


Ay* it 


nx is 


Al a 
Aid. 


Gly Lys 


Val 


Val 


Gin 


Lys Cys 


Lys 


lie 


Gin 


Lys 










350 










355 








360 


Val 
Vet J. 


Arg 


Pino 

Xrlie 


ni n 
will 


Gly Lys 


Cys 


Pro 


Pro 


Arg Ser Arg 


lie 


Ser 


Val 










365 










370 








375 


t?rO 


Tl <=* 

lie 


Lys 


Arg 


Asn 


Ala 


Tl a 


Leu 


His 


Arg Asn 


Glu 


Trp 


Arg 


Pro 










380 










385 




390 


Pro 


Ala 


Gly 


Ala 


Gin 


Lys 


Ala 


Arg 


Ser 


He Lys 


Met 


He 


Glu Arg 










395 










400 








405 


Pro 


Lys 


lie 


Ala 


Ala 


Val 


Cys 


Gly His 


Tyr Asp 


Tyr 


Tyr 


Tyr Ala 










410 










415 








420 


Gin 


Leu 


Asp 


Met 


Leu 


Arg 


Arg 


Arg 


Ala 


His Lys 


Pro 


Ser 


Tyr 


His 










425 










430 






435 


Pro 


lie 


Pro 


Gin 


Glu 


Asn 


Thr 


Gly Val 


Glu Asp Tyr 


Gly 


Gin 


Glu 










440 










445 






450 


Thr 


Arg 


His 


Gly 


Pro 


Ser 


Pro 


Ser 


Gin 


Trp Pro 


Ala 


Glu 


Tyr 


Leu 
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455 






Gin Arg Lys 


Phe 


Glu 




V3J.I1 








470 






Gin Leu Gly Leu 






Ser 














Arg Gin 


Glu 


ucu 


Arg 


Cpr 


Asn 








son 

J u u 






Leu Pro 


Phe 




Lys 


Asn 










-j j — * 






Gin Leu 


Glu 




Tie* 


Arg 


UXii 








J J u 






lie Arg Lys 


T."\7"e 


rlC I— 


m a/- 

oiy 


Arg 








_/ »± «J 






Ser His 


Lys 


rpl-i >- 

i nr 


lyx. 


Leu 


Val 














Gin Asp Ala 




V7JL U 


va J._y 


r*i ii 








J / 3 






Asp Leu 


Lys 


J-Il 




Arg 


Leu 








con 






Pro Glu 


Gin 


Lys 


ryr 


T Are 


AXa 








OKJD 






Leu Asp 


Lys 


^-ys> 


Tie* 




ASp 








O U 






Ala Met 


Asp 




Pro 


Asn 


bill 














Lys Phe 


Lys 


Glu 


iyr 




Cys 








DjU 






Asp Lys 


Ala 


Phe 


V3X Li. 


T 

Lys 


Leu 








ODD 






Thr Gin 


Thr 


Val 


Ala 


Ala 


Ua 1 

v ax 








680 






Gly Ala 


Pro 


Gin 


Thr 


Leu 


Leu 








695 






Thr Ser 


Thr 


Cys 


Pro 


Thr 


vaxy 








710 






He Glu Gly He 


Pro Gly 


Asn 








725 






Pro Gly Thr Leu 


Met 


Ser 


Val 








740 






Ser Ser 


Phe 


Ser 


Ala 


Asp 


VjrlU 








755 






Gin Trp 


Leu 


Pro 


Lys 


Glu 


ii 








770 






Ser Gly 


He 


Glu 


Val 


Asp 


VjJ. u. 








785 






Asp Asp Asp 


Thr 


Asn 


Phe 










800 






Glu Val 


Val 


Glu 


Tyr 


Leu 


r 1 ! ii 

bxu 








815 






Glu Lys 


Thr 


Glu 


Glu 


Ala 










830 






Ser Arg Glu Arg 


Glu Gly 


lie 








845 






Arg Glu Gly Leu 


Glu 


Asn 


He 








860 






Cys He Thr Asp 


Glu Asp 


Gin 








875 






He Gin 


Val 













460 








Gin Tyr Lys Leu Lys Val 


Glu 


Lys 




475 






/on 
*± ou 


Ser 


Ala Glu 


"D'y/-v TVom nVry* 

rro nsn iyr 


TV qp 






490 








Gly Glu Glu 


rio Arg irne 


VjjJ.ll 


bill 










R1 Ci 
DIU 


X*ic2 L. 


iiys biu 


*jin v?iu iyr 


Trp 


Lys 




con 






ROC 


bin 


iyr His 


Asn Asp wee 


Lys 


vjriu 




cue 








r*~i ii 
blU 


Pro Glu 


Glu Asn Ser 


Lys 


ne 




Sou 






ccc 
J J J 


Lys 


Lys Ser 


Asn Leu Pro 


vai 


XT'! <-i 

rllS 










D/0 


Ala 


Pro Val 


Gin Asp lie 


GlU 


Lys 




580 






rnr 

585 


Gin 


Asn Thr 


Lys Glu Ser 


Lys 


Asn 




595 






600 


Lys 


Gly Val 


Lys Phe Glu 


He 


Asn 




610 






615 


Glu 


Asn He 


Leu Gin Glu 


Glu 


Glu 




625 






630 


Thr 


Leu Thr 


Phe Glu Asp 


Gly Met 




640 






645 


Val 


Lys Glu 


His Gly Asp 


Tyr 


Thr 




655 






660 


His 


Cys Pro Glu Ala Gly 


Phe 


Ser 




670 






675 


Gly Asn Arg Arg Gin Trp 


Asp Gly 




685 






690 


Gin 


Met Met 


Ala Val Ala 


Asp 


He 




700 




705 


Pro 


Asp Asn Gly Gin Val 


He 


Val 




715 






720 


Arg 


Lys Gin Trp Arg His 


Glu 


Ala 




730 






735 


Leu 


Ala Ala 


Ala His Leu 


Thr 


Ser 




745 






750 


Glu 


Phe Ala 


Met Gly Thr 


Leu 


Lys 




760 






765 


Asp Glu Gly Lys Val Glu 


Met 


Val 




775 






780 


Glu 


Gin Leu 


Glu Pro Arg 


Ser Asp 




790 






795 


Glu 


Ser Glu Asp Glu Leu 


Arg Asp 




805 






810 


Lys 


Leu Ala 


Thr Phe Lys 


Gly Glu 




820 






825 


Ser 


Thr Ser 


Lys Asp Ser 


Arg 


Lys 




835 






840 


Ser 


Met Gin Lys Ser Glu 


Glu 


Leu 




850 






855 


Ser 


Thr Thr 


Ser Asn Asp 


His 


He 




865 






870 


Gly Thr Ser 


Thr Thr Ser 


Gin 


Asn 




880 






885 



<210> 24 
<211> 487 
<212> PRT 

<213> Homo sapiens 



30/95 



WO 2004/098539 



PCT/US2004/009215 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 24 



1*1 e t- 


PI 


Arg 


Tl fa 
lie 


Pi \r 

oiy 


1 








5 


Phe 


OCi 


Tl ^ 




Pro 
20 




Arg 


PI n 


Tl i=» 
lie 


35 


Leu 


Leu 


Tyr 




DC! 

50 


Leu 


Thr 


Arg 


Asp 


Lys 
65 


A on 
Hop 


Tl o 

lie 


pi n 

blU 


Ala 
Ala 


X ill 

80 


Tl o 

lie 


XT a i 
val 


Val 


Asp 


Cys 
95 


V-Jf o 


irp 


ir X. L/ 


ai y 


ni o 

110 


Arg 


Pi n 


Mot- 
net 


Arg 


A cm 
Ao JJ 

125 


xjy o 


Pro 




Tip 

lie 


Ocl 

140 


A Q y> 
nO£J 


A jri 


Tl <=» 


Cor 


irl LJ 

155 


Air g 


Al a 
Ala. 


Lys 


n jl o 


Lys 
170 


biy 


Mot- 
ive c 


Arg 


Tl o 

lie 


Leu 
185 


Asp 


Leu 


Leu 


rpV> y 
1 Ill 


Asp 
200 


Asp 


Ser 


±11 s 


Ala 

Ala 


biU 

215 


Ala 


Trp 


Tl «=* 
lie 


r* ~\ 

biy 


Tl a 

lie 
230 


blU 
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Pro Glu Ser Pro Glu Ser Arg Ala Leu Val Gly Gin Ser Arg Arg 

350 355 360 

Lys Pro Cys Glu Ser Asp Phe Glu Thr He Lys Leu He Ser Asn 

365 370 375 

Gly Ala Tyr Gly Ala Val Tyr Leu Val Arg His Arg Asp Thr Arg 

380 385 390 

Gin Arg Phe Ala He Lys Lys lie Asn Lys Gin Asn Leu He Leu 

395 400 405 

Arg Asn Gin Val Gin Gin Val Phe Val Glu Arg Asp He Leu Thr 

410 415 " 420 

Phe Ala Glu Asn Pro Phe Val Val Ser Met Phe Cys Ser Phe Glu 

425 430 435 

Thr Arg Arg His Leu Cys Met Val Met Glu Tyr Val Glu Gly Gly 

440 445 ~ 450 

Asp Cys Ala Thr Leu Leu Lys Asn Met Gly Pro Leu Pro Val Asp 

455 460 465 

Met Ala Arg Leu Tyr Phe Ala Glu Thr Val Leu Ala Leu Glu Tyr 

470 475 480 

Leu His Asn Tyr Gly He Val His Arg Asp Leu Lys Pro Asp Asn 

485 490 495 

Leu Leu He Thr Ser Leu Gly His He Lys Leu Thr Asp Phe Gly 

500 505 510 

Leu Ser Lys He Gly Leu Met Ser Met Ala Thr Asn Leu Tyr Glu 

515 520 525 

Gly His He Glu Lys Asp Ala Arg Glu Phe He Asp Lys Gin Val 

530 535 540 

Cys Gly Thr Pro Glu Tyr He Ala Pro Glu Val He Phe Arg Gin 

545 550 555 

Gly Tyr Gly Lys Pro Val Asp Trp Trp Ala Met Gly Val Val Leu 

560 565 570 

Tyr Glu Phe Leu Val Gly Cys Val Pro Phe Phe Gly Asp Thr Pro 

575 580 ~ 585 

Glu Glu Leu Phe Gly Gin Val Val Ser Asp Glu He Met Trp Pro 

590 595 600 

Glu Gly Asp Glu Ala Leu Pro Ala Asp Ala Gin Asp Leu He Thr 

605 610 615 

Arg Leu Leu Arg Gin Ser Pro Leu Asp Arg Leu Gly Thr Gly Gly 

620 625 630 

Thr His Glu Val Lys Gin His Pro Phe Phe Leu Ala Leu Asp Trp 

635 640 645 

Ala Gly Leu Leu Arg His Lys Ala Glu Phe Val Pro Gin Leu Glu 

650 655 660 

Ala Glu Asp Asp Thr Ser Tyr Phe Asp Thr Arg Ser Glu Arg Tyr 

665 670 675 

Arg His Leu Gly Ser Glu Asp Asp Glu Thr Asn Asp Glu Glu Ser 

680 685 690 

Ser Thr Glu He Pro Gin Phe Ser Ser Cys Ser His Arg Phe Ser 

695 700 705 

Lys Val Tyr Ser Ser Ser Glu Phe Leu Ala Val Gin Pro Thr Pro 

710 715 720 

Thr Phe Ala Glu Arg Ser Phe Ser Glu Asp Arg Glu Glu Gly Trp 

725 730 ~ 735 

Glu Arg Ser Glu Val Asp Tyr Gly Arg Arg Leu Ser Ala Asp He 

740 745 750 

Arg Leu Arg Ser Trp Thr Ser Ser Gly Ser Ser Cys Gin Ser Ser 

755 760 765 

Ser Ser Gin Pro Glu Arg Gly Pro Ser Pro Ser Leu Leu Asn Thr 

770 775 780 

He Ser Leu Asp Thr Met Pro Lys Phe Ala Phe Ser Ser Glu Asp 

785 790 795 

Glu Gly Val Gly Pro Gly Pro Ala Gly Pro Lys Arg Pro Val Phe 

800 805 ~ 810 

He Leu Gly Glu Pro Asp Pro Pro Pro Ala Ala Thr Pro Val Met 

815 820 825 
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Thr 


Asp 


Leu 


Pro 


Gin 


Tyr 


He 


He Gly Gin Leu Gly 










335 










340 


345 


Leu 


Ala 


Lys 


Asp 


Pro 


Leu 


Glu 


Glu 


Met 


Val 


Pro Leu Ser His Leu 










350 










355 


360 


Glu 


Glu 


Glu 


Gin 


Pro 


Pro 


Ala 


Pro 


Glu 


Ser 


Pro Glu Ser Arg Ala 










365 










370 


375 


Leu 


Val 


Gly 


Gin 


Ser Arg 


Arg 


Lys 


Pro 


Cys 


Glu Ser Asp Phe Glu 



35/95 



WO 2004/098539 



PCT/US2004/009215 



Thr 


lie 


Lys 


Val 


Arg 


His 


Asn 


Lys 


Gin 


Val 


Glu 


Arg 


Ser 


Met 


Phe 


Met 


Glu 


Tyr 


Met 


Gly 


Pro 


Thr 


Val 


Leu 


Arg 


Asp 


Leu 


lie 


Lys 


Leu 


Met 


Ala 


Thr 


Glu 


Phe 


He 


Pro 


Glu 


Val 


Trp 


Ala 


Met 


Pro 


Phe 


Phe 


Ser 


Asp 


Glu 


Asp 


Ala 


Gin 


Asp 


Arg 


Leu 


Phe 


Phe 


Leu 


Glu 


Phe 


Val 


Asp 


Thr 


Arg 


Glu 


Thr 


Asn 


Ser 


Cys 


Ser 


lieu 


Ala 


Val 


Glu 


Asp 


Arg 


Arg 


Arg 


Leu 


Gly 


Ser 


Ser 


Ser 


Pro 


Ser 


Phe 


Ala 


Phe 


Gly 


Pro 


Lys 


Pro 


Ala 


Ala 


Asp 


Thr 


Ala 





380 




Leu 


He 


Ser 




395 




Arg 


Asp 


Thr 




410 




Asn 


Leu 


He 




425 




Asp 


He 


Leu 




440 




Cys 


Ser 


Phe 




455 




Val 


Glu 


Gly 




470 




Leu 


Pro 


Val 




485 




Ala 


Leu 


Glu 




500 




Lys 


Pro 


Asp 




515 




Thr 


Asp 


Phe 




530 




Asn 


Leu 


Tyr 




545 




Asp 


Lys 


Gin 




560 




He 


Phe 


Arg 




575 




Gly 


Val 


Val 




590 




Gly 


Asp 


Thr 




605 




He 


Met 


Trp 




620 




Asp 


Leu 


He 




635 




Gly 


Thr 


Gly 




650 




Ala 


Leu 


Asp 




665 




Pro 


Gin 


Leu 




680 




Ser 


Glu 


Arg 




695 




Asp 


Glu 


Glu 




710 




His 


Arg 


Phe 




725 




Gin 


Pro 


Thr 




740 




Glu 


Glu 


Gly 




755 




Ser 


Ala 


Asp 




770 




Cys 


Gin 


Ser 




785 




Leu 


Leu 


Asn 




800 




Ser 


Ser 


Glu 




815 




Arg 


Pro 


Val 




830 




Thr 


Pro 


Val 




845 




Ala 


Leu 


Ser 



Asn 


Gly 


Ala 


Arg 


Gin 


Arg 


Leu 


Arg 


Asn 


Thr 


Phe 


Ala 


Glu 


Thr 


Arg 


Gly 


Asp 


Cys 


Asp 


Met 


Ala 


Tyr 


Leu 


His 


Asn 


Leu 


Leu 


Gly 


Leu 


Ser 


Glu 


Gly 


His 


Val 


Cys 


Gly 


Gin 


Gly 


Tyr 


Leu 


Tyr 


Glu 


Pro 


Glu 


Glu 


Pro 


Glu 


Gly 


Thr 


Arg 


Leu 


Gly 


Thr 


His 


Trp 


Ala 


Gly 


Glu 


Ala 


Glu 


Tyr 


Arg 


His 


Ser 


Ser 


Thr 


Ser 


Lys 


Val 


Pro 


Thr 


Phe 


Trp 


Glu 


Arg 


He 


Arg 


Leu 


Ser 


Ser 


Ser 


Thr 


He 


Ser 


Asp 


Glu 


Gly 


Phe 


He 


Leu 


Met 


Pro 


Lys 


His 


Ala 


Arg 



385 






Tyr 


Gly 


Ala 


400 






Phe 


Ala 


He 


415 






Gin 


He 


Gin 


430 






Glu 


Asn 


Pro 


445 






Arg 


His 


Leu 


460 






Ala 


Thr 


Leu 


475 






Arg 


Leu 


Tyr 


490 






Asn 


Tyr 


Gly 


505 






He 


Thr 


Ser 


520 






Lys 


He 


Gly 


535 






He 


Glu 


Lys 


550 






Thr 


Pro 


Glu 


565 






Gly 


Lys 


Pro 


580 






Phe 


Leu 


Val 


595 






Leu 


Phe 


Gly 


610 






Asp 


Glu 


Ala 


625 






Leu 


Arg 


Gin. 


640 






Glu 


Val 


Lys 


655 






Leu 


Leu 


Arg 


670 






Asp 


Asp 


Thr 


685 






Leu 


Gly 


Ser 


700 






Glu 


He 


Pro 


715 






Tyr 


Ser 


Ser 


730 






Ala 


Glu 


Arg 


745 






Ser 


Glu 


Val 


760 






Arg 


Ser 


Trp 


775 






Gin 


Pro 


Glu 


790 






Leu 


Asp 


Thr 


805 






Val 


Gly 


Pro 


820 






Gly 


Glu 


Pro 


835 






Pro 


Ser 


Ser 


850 






Leu 


Arg 


Ser 







390 


Val 


Tyr 


Leu 






405 


Lys 


Lys 


He 






420 


Gin 


Val 


Phe 






435 


Phe 


Val 


Val 






450 


Cys 


Met 


Val 






465 


Leu 


Lys 


Asn 






480 


Phe 


Ala 


Glu 






495 


He 


Val 


His 






510 


Leu 


Gly 


His 






525 


Leu 


Met 


Ser 






540 


Asp 


Ala 


Arg 






555 


Tyr 


He 


Ala 






570 


Val 


Asp 


Trp 






585 


Gly 


Cys 


Val 






600 


Gin 


Val 


Val 






615 


Leu 


Pro 


Ala 






630 


Ser 


Pro 


Leu 






645 


Gin 


His 


Pro 






660 


His 


Lys 


Ala 






675 


Ser 


Tyr 


Phe 






690 


Glu 


Asp 


Asp 






705 


Gin 


Phe 


Ser 






720 


Ser 


Glu 


Phe 






735 


Ser 


Phe 


Ser 






750 


Asp 


Tyr 


Gly 






765 


Thr 


Ser 


Ser 






780 


Arg 


Gly 


Pro 






795 


Met 


Pro 


Lys 






810 


Gly 


Pro 


Ala 






825 


Asp 


Pro 


Pro 






840 


Leu 


Ser 


Ala 






855 


Asn 


Ser 


He 
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860 


Gly Ala Arg His Ser Thr 








875 


Arg Arg Leu Gly Gly Pro 








890 


Ala 


Ser 


Ser 


Ser Gly Gly 








905 


Pro 


Lys 


Ser 


Ala Ser Val 








920 


Asp Asp Gly Ser Gly Gly 








935 


Ser 


Leu 


Ser 


Ser Asn Pro 








950 


Asp 


Pro 


Ser 


Pro Val Cys 








965 


His 


Ser Ser Gly Lys Lys 








980 


Val 


Tyr Met Gly Asp Ser 








995 


Trp 


Ser 


Val 


Glu Asp Gly 








1010 


Ala Gly Asp Leu lie Thr 








XiJZD 


Leu 


Val 


nib 


ixie t. Asp v a A. 








JLU*±U 


Lys 


He 


Ser 


Leu Arg Thr 








1055 


Val 


Gly 


Pro 


Ala Arg Lys 








1070 


Arg 


Ser 


Lys 


Arg Ser Arg 








1085 


Ser 


Leu 


Phe 


Lys Lys He 








1100 


Ser Arg 


Ser 


Phe Ser Ser 








1115 


Glu 


Ser 


Leu 


Pro Gly Ser 








1130 


Thr 


Thr 


Pro 


Cys Arg Ser 








1145 


Thr 


Ala 


Ser 


Pro Pro Ser 








1160 


Ser 


Pro 


Ala 


Ala Ala Gly 








1175 


Leu 


Ala 


Ala 


Lys Leu Gly 








1190 


Lys 


Ser 


Thr 


Ser Ser He 








1205 


He 


Ser 


Ala 


Pro Pro Pro 








1220 


Pro 


Pro 


Ala 


Pro Ala Arg 








1235 


Ala 


Asp 


Lys 


Leu Gly Thr 








1250 


Arg Arg Thr Arg Gly Pro 








1265 


Leu 


His 


Leu Ser Glu Arg 








1280 


Val 


Gin 


Glu 


Val Ser Phe 








1295 


Leu 


Pro 


Thr 


Ser Val Pro 








1310 


Val 


Pro 


Val 


Ala Leu Gly 








1325 



865 

Pro Arg Pro Leu Asp Ala 
880 

Arg Asp Pro Ala Pro Glu 
895 

Ser Gly Gly Gly Ser Gly 
910 

Ser Ala Leu Ser Leu He 
925 

Pro Leu Met Ser Pro Leu 
940 

Ser Ser Arg Asp Ser Ser 
955 

Gly Ser Leu Arg Pro Pro 
970 

Tyr Gly Phe Ser Leu Arg 
985 

Asp Val Tyr Thr Val His 
1000 

Ser Pro Ala Gin Glu Ala 
1015 

His He Asn Gly Glu Ser 
1030 

Val Glu Leu Leu Leu Lys 
1045 

Thr Ala Leu Glu Asn Thr 
1060 

Asn Val Ala Lys Gly Arg 
1075 

Arg Arg Glu Thr Gin Asp 
1090 

Ser Lys Gin Thr Ser Val 
1105 

Gly Leu His His Ser Leu 
1120 

Pro Thr His Ser Leu Ser 
1135 

Pro Ala Pro Asp Val Pro 
1150 

Ala Ser Pro Ser Ser Ser 
1165 

His Thr Arg Pro Ser Ser 
1180 

Pro Pro Arg Pro Lys Thr 
1195 

Pro Pro Ser Pro Leu Ala 
1210 

Arg Ser Pro Ser Pro Leu 
1225 

Ser Pro Arg Leu Arg Arg 
1240 

Gly Glu Arg Leu Asp Gly 
1255 

Glu Ala Glu Leu Val Val 
1270 

Arg Asp Ser Phe Lys Lys 
1285 

Asp Glu Pro Gin Glu Glu 
1300 

Gin He Ala Val Glu Gly 
1315 

Pro Thr Gly Arg Asp 
1330 



PCT/US2004/009215 
870 

Gly Arg Gly 
885 

Lys Ser Arg 
900 

Gly Arg Val 
915 

He Thr Ala 
930 

Ser Pro Arg 
945 

Pro Ser Arg 
960 

He Val He 
975 

Ala He Arg 
990 

His Val Val 

1005 
Gly Leu Arg 

1020 
Val Leu Gly 

1035 
Ser Gly Asn 

1050 
Ser He Lys 

1065 
Met Ala Arg 

1080 
Arg Arg Lys 

1095 
Leu His Thr 

1110 
Ser Ser Ser 

1125 
Pro Ser Pro 

1140 
Ala Asp Thr 

1155 
Ser Pro Ala 

1170 
Leu His Gly 

1185 
Gly Arg Arg 

1200 
Cys Pro Pro 

1215 
Pro Gly His 

1230 
Gly Gin Ser 

1245 
Glu Ala Gly 

1260 
Met Arg Arg 

1275 
Gin Glu Ala 

1290 
Ala Thr Gly 

1305 
Glu Glu Ala 

1320 
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<210> 27 

<211> 80 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7519807CD1 

<400> 27 



Met Tyr 


Ser 


Leu 


Asn 


Gin Glu He 


Lys 


Ala Phe Ser Arg Asn 


Asn 


1 






5 






10 


15 


Pro Arg 


Lys 


Gin 


Cys 


Thr Arg Val 


Thr Thr Leu Thr Gly Lys 


Lys 








20 






25 


30 


He He 


Glu 


Thr 


Trp 


Lys Asp Ala 


Arg 


He His Val Val Glu 


Glu 








35 






40 


45 


Val Glu 


Pro 


Ser 


Ser 


Gly Gly Gly 


Cys 


Gly Tyr Val Gin Asp 


Leu 








50 






55 


60 


Ser Ser 


Asp 


Gin 


Gin 


Val Gly Val 


He 


Lys Pro Trp Leu Leu 


Leu 








65 






70 


75 


Gly Asp 


Ser 


Tyr 


Ser 
















80 











<210> 28 

<211> 495 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7526180CD1 

<400> 28 



Met 


Cys 


Gin 


Ala 


Pro 


Cys 


Trp 


Arg 


Ala 


Gly Gly 


Ser Gly Leu 


Gly 


1 








' 5 










10 






15 


Arg 


Cys 


Ser 


Leu 


Cys 


Arg 


Ser 


Cys 


Ser 


Leu 


Ala 


Arg Phe Pro 


Arg 










20 










25 






30 


Leu 


Pro 


Ser 


Phe 


Pro 


Pro 


Pro 


Gly 


Arg 


Leu 


Arg 


Ala Gly Val 


Cys 










35 










40 






45 


Ala 


Arg 


Glu 


Gly 


Glu 


Gly 


Val 


Gly 


Gly Val 


Gly 


Gly Gly Val 


Pro 










50 










55 






60 


Val 


Pro 


Lys 


Arg 


Pro 


Ala 


Glu 


Gly 


Gly 


Gly 


Gly 


Cys Glu Gly 


Leu 










65 










70 






75 


Arg 


Glu 


Ala 


Met 


Asp 


Val 


Glu 


Arg 


Leu 


Gin 


Glu 


Ala Leu Lys 


Asp 










80 










85 






90 


Phe 


Glu 


Lys 


Arg 


Gly 


Lys 


Lys 


Glu 


Val 


Cys 


Pro 


Val Leu Asp 


Gin 










95 










100 






105 


Phe 


Leu 


Cys 


His 


Val 


Ala 


Lys 


Thr 


Gly Glu Thr 


Met He Gin 


Trp 










110 










115 






120 


Ser 


Gin 


Phe 


Lys 


Gly 


Tyr 


Phe 


He 


Phe 


Lys 


Leu 


Glu Lys Val 


Met 










125 










130 






135 


Asp 


Asp 


Phe 


Arg 


Thr 


Ser 


Ala 


Pro 


Glu 


Pro Arg 


Gly Pro Pro 


Asn 










140 










145 






150 


Pro 


Asn 


Val 


Glu 


Tyr 


He 


Pro 


Phe 


Asp 


Glu 


Met 


Lys Glu Arg 


He 










155 










160 






165 


Leu 


Lys 


He 


Val 


Thr 


Gly 


Phe 


Asn 


Gly He Pro 


Phe Thr He 


Gin 










170 










175 






180 


Arg 


Leu 


Cys 


Glu 


Leu 


Leu 


Thr 


Asp 


Pro 


Arg Arg 


Asn Tyr Thr 


Gly 










185 










190 






195 


Thr 


Asp 


Lys 


Phe 


Leu 


Arg 


Gly 


Val 


Glu 


Lys 


Asn 


Val Met Val 


Val 










200 










205 






210 


Ser 


Cys 


Val 


Tyr 


Pro 


Ser 


Ser 


Glu 


Lys 


Asn 


Asn 


Ser Asn Ser 


Leu 










215 










220 






225 


Asn Arg 


Met 


Asn 


Gly 


Val 


Met 


Phe 


Pro 


Gly Asn 


Ser Pro Ser 


Tyr 
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230 


Thr 


Glu 


Arg 


Ser 


Asn 
245 


Asn 


Arg 


Pro 


Lys 


Val 
260 


Leu 


Pro 


Glu 


Ser 


Thr 
275 


Glu 


Glu 


Lys 


Asn 


His 
290 


Ser 


Ser 


Val 


Ser 


Pro 

305 
j u j 


Val 


Glu 


Ala 


Glu 


Gly 

J £» \J 


Glu 


Gly 


Glu Val 


Arg 










j j J 


lie 


Ser 


Ser 


Val 


Met 
7 

J J u 


Gin 


Asp 


Lys 


Asp 


Lys 

7 fis 
•j \j ~j 


Glu 


Glu 


Asp 


Glu 


Glu 
7 RO 


Met 


Thr 


Ser 


Arg 


Glu 

395 
j *j 


Glu 


OCX 


Asp 


Asp 


Ala 
410 


Asn 


Asn 


Gin 


Met 


Glu 


Leu 


Leu 


His 


Ser 


Glu 
440 


Ser 


Ser 


Ser Asp 


Cys 










455 


Ser 


Ser 


Lys 


Thr 


Gly 
470 


Asp 


Asp 


Glu 


Ala 


Thr 
485 



<210> 29 

<211> 157 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 29 



Met 


Ala 


His 


Ser 


Pro 


1 








5 


Leu 


Lys 


Ala 


Asp 


Pro 
20 


Gly 


Lys 


Gly 


Ser 


Phe 
35 


Thr 


Gin 


Lys 


Val 


Val 
50 


Glu 


Asp 


Glu 


lie 


Glu 
65 


Gin 


Cys 


Asp 


Ser 


Pro 
80 


Lys 


Asp 


Thr 


Lys 


Leu 
95 


Ser 


Ala 


Leu 


Asp 


Leu 
110 


lie 


Ala 


Thr 


lie 


Leu 











235 


lie 


Asn 


Gly 


Pro Gly 










250 


Ser 


Leu 


Ser 


Ala 


Pro 

A SJ J 


Asp 


Ser 


Lys 


Glu 


Ala 

O \J 


Ser 


Asp 


Ser 


Ser 


Thr 

Z Zf D 


Leu 


Lys 


Asn 


Lys 


His 
71 n 


His 


Glu 


Val 


Lys 


Arg 

7 9 
J ZD 


Glu 


Thr 


Ala 


Ser 


Gin 
340 


v ai 


uiy 


vj-L U. 


Thr 


Glu 
355 


Asp 


Ser 


Arg 


Cys 


Thr 
370 


Glu 


Asp 


Glu 


Glu 


Glu 
385 


Met 


lie 


Pro 


Glu Arg 










400 


Leu 


Thr 


Val 


Asn 


Glu 
415 


Glu 


Ser 


Asp 


Val 


Ser 
430 


Gly 


Ser 


Glu 


Asn 


Glu 
445 


Arg 


Glu 


Thr 


Glu 


Glu 
460 


Glu 


He 


Leu 


Ser 


Glu 
475 


Glu 


Val 


Thr 


Asp 


Glu 
490 
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Val 


Gin 


Ser 


Gly Leu 










10 


Glu 


Glu 


Leu 


Phe 


Thr 










25 


Gly 


Glu 


Val 


Phe 


Lys 










40 


Ala 


He 


Lys 


He 


He 










55 


Asp 


He 


Gin 


Gin 


Glu 










70 


Tyr 


Val 


Thr 


Lys 


Tyr 










85 


Trp 


He 


He 


Met 


Glu 










100 


Leu 


Glu 


Pro 


Gly Pro 










115 


Arg 


Glu 


He 


Leu 


Lys 











240 


Thr 


Pro 


Arg 


Pro 


Leu 
255 


Met 


Thr 


Thr 


Asn 


Gly 
270 


Asn 


Leu 


Gin 


Gin 


Asn 
285 


Ser 


Glu 


Ser 


Glu 


Val 
300 


Pro 


Asp 


Glu 


Asp 


Ala 
71 s 

JX J 


Leu 


Arg 


Phe 


Asp 


Lys 


Thr 


Thr 


Ser 


Ser 


Glu 


Ala 


Ser 


Ser 


Ser 


Ser 


Arg 


Gin 


His 


Cys 


Thr 

J 1 o 


Glu 


Glu 


Glu 


Ser 


Phe 

7QO 
o j \j 


Lys 


Asn 


Gin 


Glu 


Lys 

40R 


Glu 


Thr 


Ser 


Glu 


Glu 
/on 


Gin 


Ala 


Glu 


Lys 


Asp 

i j J 


Gly 


Pro 


Val 


Ser 


Ser 
** j \j 


Leu 


Val 


Gly 


Ser 


Asn 
465 


Ser 


Ser 


Met 


Glu 


Asn 
480 


Pro 


Met 


Glu 


Gin 


Asp 
495 



Pro 


Gly 


Met 


Gin 


Asn 










15 


Lys 


Leu 


Glu 


Lys 


He 










30 


Gly 


He 


Asp 


Asn 


Arg 










45 


Asp 


Leu 


Glu 


Glu 


Ala 










60 


He 


Thr 


Val 


Leu 


Ser 










75 


Tyr 


Gly 


Ser 


Tyr 


Leu 










90 


Tyr 


Leu 


Gly 


Gly 


Gly 










105 


Leu 


Asp 


Glu 


Thr 


Gin 










120 


Gly 


Leu 


Asp 


Tyr 


Leu 
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125 130 135 

His Ser Glu Lys Lys He His Arg Asp He Lys Gly Arg His Leu 
>140 145 150 

Val Pro Gly His Asn Ser Tyr 

155 

<210> 30 
<211> 305 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7526192CD1 

<400> 30 



riec 


Asp 




Asp 


Lys 


Lys 


Gly Gly Lys 


Gly 


Glu 


Thr Glu Glu Gly 


X 








5 








10 




15 


Arg 


Arg 


iXlS u 


Ser 


Lys 


Ala 


Gly Gly Gly 


Arg 


Ser 


Ser His Gly He 










20 








ZD 




30 


Arg 


Ser 


oer 


Gly Thr 


Ser 


Ser Gly Val 


Leu 


Met 


Val Gly Pro Asn 










35 




* 




a n 




45 


Fne 


Arg 


vax 


Gly Lys 


Lys 


He Gly Cys 


CaJ.y 


Asn Phe Gly Glu Leu 










50 








3D 




60 


Arg 


Leu 


<j»j.y 


Lys 


Asn 


Leu 


Tyr Thr 


Asn 


(j-LU 


Tyr 


Val Ala He Lys 










65 








70 




75 


Leu 


vai 


Ser 


Arg 


Pro 


Leu 


His Pro 


Thr 


Pro 


Ala Asp Val Pro Pro 










80 








85 




90 


Arg 


Asp 


fne 


Arg Ala Ala 


Thr Arg 


Ser 


Pro 


Gly Asp Ser Leu Leu 










95 








100 




105 


Cys 


Pro 


pi — , 
(j±n 


Glu 


Pro 


He 


Lys Ser 


Arg 


Ala. 


Pro 


Gin Leu His Leu 










110 








115 




120 


blU 


Tyr 


Arg 


Phe 


Tyr 


Lys 


Gin Leu 


Ser 


Ala 


Thr 


Glu Gly Val Pro 










125 








1 T 

130 




135 


GJ.n 


vaJL 


Tyr 


Tyr 


Phe 


Gly 


Pro Cys 


Gly 


Lys 


Tyr 


Asn Ala Met Val 










140 








145 




150 


Leu 


Glu 


Leu 


Leu 


Gly 


Pro 


He Leu 


Glu 


Asp 


Leu 


Phe Asp Leu Cys 










155 








160 




165 


Asp 


Arg 


Thr 


Phe 


Thr 


Leu 


Thr Thr 


Val 


Leu 


Met 


He Ala He Gin 










170 








175 




180 


Leu 


He 


Thr 


Arg 


Met 


Glu 


Tyr Val 


His 


Thr 


Lys 


Ser Leu He Tyr 










185 








190 




195 


Arg 


Asp 


Val 


Lys 


Pro 


Glu 


Asn Phe 


Leu 


Val 


Gly Arg Pro Gly Thr 










200 








205 




210 


Lys 


Arg 


Gin 


His 


Ala 


He 


His He 


He 


Asp 


Phe 


Gly Leu Ala Lys 










215 








220 




225 


Glu 


Tyr 


He 


Asp 


Pro 


Glu 


Thr Lys 


Lys 


His 


He 


Pro Tyr Arg Glu 










230 








235 




240 


His 


Lys 


Ser 


Leu Thr Gly 


Thr Ala 


Arg 


Tyr 


Met 


Ser He Asn Thr 










245 








250 




255 


His 


Leu 


Gly 


Lys 


Glu 


Gin 


Ser Arg Arg 


Asp 


Asp 


Leu Glu Ala Leu 










260 








265 




270 


Gly 


His 


Met 


Phe 


Met 


Tyr 


Phe Leu Arg 


Gly 


Ser 


Leu Pro Trp Gin 










275 








280 




285 


Gly 


Leu 


Lys 


Val 


Gly Glu 


Glu Ala Gly 


Gin 


Ala Gly Gly Asp Ala 










290 








295 




300 


Gly 


Arg 


Glu 


Gin Gly 






















305 
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<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 31 



mec 


Lys 


Lys 


rile 


xrlie 


1 








5 


Leu 


Pi -*»• 

Giy 


Ser 


f^l \r 


Ser 
20 


Giy 


Ser 


Giy 


Tyr 


Tl a 

lie 
35 


Val 


Thr 


vai 


Asp 


PI n 
blU 

50 


File 


T a** 

Leu 


vai 


Arg 


ml, v» 

Tnr 
65 




pne 


vai 


Asn 


Asn 
80 


lie 


PI vi 

Gin 


Tl a 

lie 


jyieu 


Arg 
95 


Tyx 


Tl is 


Asp 


Ser 


Ser 
110 


GlU 


vai 


Leu 


Tl a 

ne 


T Ani 

Leu 
125 


Asn 


Leu 


TA/Tat- 

jyieu 


Asn 


pi 
uin 

140 


Val 


Leu 


r*i v-» 
Gin 


Tl A 

lie 


rfie 
155 


rll S 


bin 


Cys 


Lys 


Thr 
170 


Asn 


ne 


T All 


Leu 


HIS 
185 


Pi 

Giy 


Ser 


Ala 


nTUv 

inr 


Asn 
200 


Asn 


Aia 


vai 


a i 
blU 


Asp 
215 


Arg 


TV 1 

Ala 


Pro 


Glu 


Met 
230 


Thr 


Lys 


Ala 


Asp 


lie 
245 


Cys 


Tyr 


Phe 


Thr 


Leu 
260 


Asp 


Gly 


Asn 


Phe 


Thr 
275 


TUT a 4- 


XllS 


Cys 


Leu 


lie 
290 




Pro 


Asp 


lie 


Tyr 
305 


Lys 


Lys 


bill 


Cys 


Pro 
320 


TV 1 = 

ax a 


Lys 


Leu 


Pro 


bill 

335 


Liys 


Tnr 


r«l 

bin 


Pro 


Lys 

OCA 


Glu 


Thr 


Ser 


He 


Ala 
365 


Gin 


Pro 


Asn 


Pro 


Gly 
380 


Arg 


Lys 


Arg 


Ala 


Thr 
395 


Ser 


Asn 


Gin 


Pro 


Gly 
410 


Gin 


Ala 


Pro 


Pro 


Ser 
425 


Pro 


Gin 


Ala 


Pro 


Pro 



7526193CD1 



Asp 


Ser 


Arg 


Arg 


GlU 

10 


Ser 


Giy 


biy 


Giy 


Gly 
25 


Giy 


Arg 


vai 


13 Via 

riie 


Gly 
40 


Val 


Leu 


7V 1 ss 

Ala 


GlU 


Gly 
55 


Ser 


Asn 


Gly 


Met 


Lys 
70 


Glu 


TT ' _ 

HIS 


Asp 


Leu 


Gin 
85 


Asp 


Leu 


Ser 


Gly 


His 
100 


Tl a 

lie 


Asn 


Asn 


vai 


Ser 
115 


Met 


TV 

ASP 


Pne 


cys 


TV -vi-t 

Arg 
130 


Arg 


Leu 


Gin 


Thr 


Gly 
145 


Cys 


Asp 


Thr 


Cys 


Glu 
160 


Pro 


Tl a 

lie 


T 1 a 

lie 


XllS 


Arg 
175 


Asp 


Arg 


Gly 


His 


Tyr 
190 


Lys 


Pne 


Gin 


Asn 


Pro 
205 


Glu 


He 


Lys 


Lys 


Tyr 
220 


Val 


Asn 


Leu 


Tyr 


Ser 
235 


Trp 


Ala 


Leu 


Gly 


Cys 
250 


Pro 


Pne 


Gly 


Glu 


Ser 
265 


lie 


Pro 


Asp 


Asn 


Ser 
280 


Arg 


Tyr 


Met 


Leu 


Glu 
295 


Gin 


Val 


Ser 


Tyr 


Phe 
310 


lie 


Pro 


Asn 


Val 


Gin 
325 


Pro 


Val 


Lys 


Ala 


Ser 
340 


TV 1 -» 

Ala 


Arg 


Leu 


Thr 


Asp 

"3 e c 

355 


Pro 


Arg 


Gin 


Arg 


Pro 
370 


He 


Leu 


Pro 


He 


Gin 
385 


Val 


Gin 


Pro 


Pro 


Pro 
400 


Leu 


Leu 


Ala 


Ser 


Val 
415 


Gin 


Pro 


Leu 


Pro 


Gin 
430 


Thr 


Pro 


Gin 


Gin 


Thr 



m n 




Gly 


Q or* 


p"j 

15 


Cor 


Thr* 
J. in 


Coy- 
Del 


pi v 
Vji_y 


Leu 
30 


Tl a 

lie 


biy 


Arg 


pi „ 

Gin 


Pin 

Gin 
45 


Pi ir 

Giy 


riie 


7A 1 a 

Aia 


Tl A 

lie 


vai 
60 


Cys 


7Al sa 

Aia 


Leu 


Lys 


Arg 
75 


vai 


Cys 


Lys 


Arg 


GlU 

90 


Lys 


Asn 


Tl A 

lie 


vai 


A T _ _ 

Giy 
105 


Ser 


Giy 


TV 

Asp 


vai 


Trp 
120 


Giy 


pi - r 

Giy 


pi- 

Gin 


vai 


vai 
135 




mr 


bill 


Asn 


pi ii 

GlU 

150 


Ala 


Tr a l 
val 


7A 1 a 
Ala 


Arg 


Leu 
165 


Asp 


Leu 


Lys 


Tr_1 

vai 


GlU 

180 


Val 


Leu 


Cys 


Asp 


195 


Pi Tl 

Gin 


inr 


pt 

GlU 


pi 
Giy 


TT- 1 

vai 
210 


inr 


inr 


Leu 


Ser 


Tyr 
225 


pi ,, 

Giy 


Lys 


lie 


lie 


Thr 
240 


Leu 


Leu 


Tyr 


Lys 


Leu 
255 


a 1 „ 

Gin 


Val 


TV 1 ~± 

Ala 


Tl rt 

lie 


A_ __ 

Cys 
270 


Arg 


Tyr 


Ser 


Gin 


Asp 
285 


Pro 


Asp 


Fro 


Asp 


Lys 
300 


Ser 


"DVl A 


Lys 


Leu 


Leu 
315 


Asn 


Ser 


Pro 


Tl A 

lie 


Pro 
330 


pi ii 

GlU 


7A 1 =» 

Aia 


iii « 
Aia 


TV 1 

Aia 


Lys 
345 


Pro 


Tl A 

lie 


Pro 


Tnr 


Tnr 
o ol) 


Lys 


Ala 


Gly 


Gin 


Thr 
375 


Pro 


Ala 


Leu 


Thr 


Pro 
390 


Gin 


Ala 


Ala 


Gly 


Ser 
405 


Pro 


Gin 


Pro 


Lys 


Pro 
420 


Thr 


Gin 


Ala 


Lys 


Gin 
435 


Pro 


Ser 


Thr 


Gin 


Ala 
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440 






Gin 


Gly 


Leu 


Pro 


Ala 

455 


Gin 


Ala 


Gin 


Leu 


Phe 


Leu 


Lys 


Gin 


Gin 


Ala 


Gin 


Gin 


Gin 


Pro 

Aft R 


Ala 


Gly 


Gin 


Thr 


Gin 


Gin 


Phe 


Gin 


Ala 


Ala 


lie 


Ala 


Gin 


Phe 

jIj 


Pro 


Val 


Gin 


Leu 


Met 


Gin 


Asn 
r i n 


Phe 


Tyr 


Gin 


Gin 


Gin 


Gin 


Gin 

D<*D 


Gin 


Leu 


Leu 


Met 


Thr 


Gin 


Gin 
^ fin 


Ala 


Ala 


Ala 


Gly 


Gin 


Gin 


Pro 

ETC 
D 1 D 


Gin 


Pro 


Ala 


Pro 


Ala 


Gin 


Glu 

con 

Di7 U 


Pro 


Ala 


Gin 


Pro 


Lys 


Val 


Gin 

DUj 


Thr 


Thr 


Lys 


Val 


Gly 


Ser 


Leu 

con 


Thr 


Pro 


Ala 


Gly 


His 


Arg 


Arg 

Djj 


He 


Leu 


Phe 


Gly 


Val 


Pro 


Ala 

CCA 
O D V 


Ser 


Lys 


Ala 


Ala 


Glu 


Ala 


Ser- 

ODD 


Leu 


Asn 


Pro 


Ser 


Gly 


Ser 


Pro 

O O \J 


Arg 


Thr 


Ser 


Glu 


Gly 


Ser 


Thr 

£ Q 

D 


Trp 


Asn 


Lys 


Leu 


Thr 


Ala 


Glu 

/1U 


Glu 


Leu 


Gly 


Glu 


Gly 


Lys 


His 
•70c 

/ZD 


Pro 


Glu 


Leu 


He 


Pro 


Gly 


Phe 

/ i ±\j 


Gin 


Ser 


Thr 


Ser 


Phe 


Ser 


Ala 

/ Dj 


Gly 


Thr 


Ser 


Pro 


Asp 


Thr 


Ser 

/ / U 


Leu 


Leu 


Asp 


Pro 


Phe 


Gly 


Ser 

*7ft R 


Thr 


Ser 


Val 


Ala 


Val 


Glu 


Ser 

onn 
oUU 


Leu 


He 


Gin 


Arg 


Leu 


Pro 


Ser 
fti s 

O 1 d 


Gin 


Thr 


Asp 


Ser 


Leu 


Thr 


Gly 
ft n 


Glu 


Asp 


Ser 


Asn 


Pro 


Thr 


Thr 

ft 


Asp 


Leu 


lie 


Ser 


Ala 


Pro 


Val 

ft £ n 
oou 


His 


Lys 


Ser 


Glv 
biy 


Phe 


Asp 


Val 
875 


XT X. \J 


V"JX IX 


Glu 


Phe 


Asp 


Pro 


He 
890 


Pro 


Val 


Gly 


His 


Ser 


Arg 


Asn 
905 


Ser 


Ser 


Asn 


Leu 


Ala 


Arg 


Ser 


Leu 


Leu 



445 450 



Gin 


Ala 


Thr 
460 


Pro 


Gin 


His 


Gin 


Gin 
465 


Gin 


Gin 


Gin 
475 


Gin 


Gin 


Pro 


Pro 


Pro 

J. X \J 

480 


Thr 


Phe 


j. jr x 

490 


Gin 


Gin 


Gin 


Gin 


Al a 
ax a 

495 


Val 


His 


Pro 
505 


Ala 


Thr 


Gin 


Gin 


Xr X 

510 


Val 


Ser 


Gin 
520 


Gly 


Glv 


OCX 


Gl n 


Gl Tl 

bin 
525 


Gin 

V7XXX 


Gl n 

V7XXX 


Gl n 

VjXXX 

535 


Gl n 

bXXX 


Gl n 


Gl n 

bXIi 


Gl n 
Vain 


bin 
540 


Ala 


J- XXX 


Al a 

JJU 


T.01 ^ 
XJt: U. 


nio 


Gl n 
bin 


r*l rt 

bin 


bin 

c: c 
ODD 


XICZIX 


Gl n 

w X XX 


Gl n 

v?XXX 

565 


Lys 


Pro 


Ixlx 


Mat* 


Al a 

Aia 
570 


gi n 

vzrxxx 


XT X w 


Al a 

580 


al a 


Ala 
Aid 


Pro 


bin 


Pro 
585 


Gin 


Tie 
xxc 


Gl n 

wXXX 

595 


Al a 
Ala 


Pro 


Va 1 
val 


Arcf 


bin 
600 


Pro 


Pro 


XT X \J 


Al a 


\7 = 1 

Val 


Gl n 
bill 


vaiy 


bin 






610 








615 


Pro 


Ser 


OCX 

625 


XT X V 


T AT'CS 
Xijf O 


1 XXX 


Gl -n 


Arg 
630 


Ser 


Asp 


Val 
640 


X XXX 


nx 0 


Del 


Al a 
Ala 


Val 

645 


Ser 


Thr 


Gin 
655 


JJCU 




Gl n 
bixx 


Al » 
Ala 


Ala 
Ala 

660 


Lys 


Ser 


XJjf O 

670 


OC1 


Al a 
nXa 


1 xxx 


1 XIX 


Ixxx 

675 


OCi 


UXXl 


Gl n 

\7XXX 

685 


7\ c n 


Val 


Tyr 


Asn 


Pro 
690 


Prn 

XT X. \J 


PVif» 
xtxxg 


A cn 
nojJ 

700 


Asp 


Asp 


Asn 


xrne 


Ser 
705 




A cm 
noil 


T A/G 

715 


Afc>JJ 


xrlxe 


Ala 
Ala 


Lys 


Leu 
720 


XI Jf 0 


XjctLX 


Gl v 

730 


Gl vr 


Ser 


Ala 


VjXU 


Ser 
735 


J. XXX 


gi n 


biy 
745 


Asp 


Ala 


irxie 


Aia 


Thr 
750 


Cl~l • 11 




T .01 1 
X-ifcJU. 

760 


Tl 0 

lie 


r*i n 

ulU 




Leu 


Lys 
765 


■l—l IX 


xrx l> 


Asp 
775 


Leu 


Leu 


Pro 


iYLeC 


1 nr 
780 


Art* 


Al a 


Val 

V CLX 

790 


Tl ^ 

X X c 


Gin 
ulU 


Lys 


Ala 
Ala 


Asp 
795 


Pro 


Gl -v 
biy 


XJC7LX 

805 


Gl 11 

VjX IX 


XT 1 U 


Pro 


Val 


Pro 
810 


Glu 


OCX 


Val 

V CLX 

820 


X XXX 


Cot 

OCX 


Asn 


Arg 


JL Xli 

825 


Ser 


Leu 


Leu 
835 


A en 

Asp 




ocx 


Leu 


Leu 
840 


Leu 


V7X IX 


Gin 

V9X kJ. 

850 


Php 


Al a 
Ala. 


Pro 


JL XXX 


1\ 1 a 
Ala 

855 


Ala 


AT a 


Gl 11 

bX IX 

865 


A en 
nop 


Co" 
iJCX 


Asn 


Leu 


Tl 0 

ne 
870 


Gly 


Ser 


Asp 
880 


Lys 


Val 


Ala 


Glu 


Asp 
885 


Leu 


He 


Thr 
895 


Lys 


Asn 


Pro 


Gin 


Gly 
900 


Gly 


Ser 


Ser 
910 


Glu 


Ser 


Ser 


Leu 


Pro 
915 


Leu 


Val 


Asp 


Gin 


Leu 


lie 


Asp 


Leu 
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<210> 32 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7526196CD1 



<400> 32 








Met 


Ser 


Leu 


Leu Gin 


Ser 


Ala 


1 






5 






Ser 


Leu 


Gly 


Gly Ala 
20 


Ser 


Gly 


Gin 


Thr 


Val 


Glu Leu 
35 


Gly 


Glu 


Leu 


Ala 


Glu 


Gly Gly 
50 


Phe 


Ala 


Gly 


Ser 


Gly 


Arg Glu 
65 


Tyr 


Ala 


Glu 


Glu 


Lys 


Asn Arg 
80 


Ala 


He 


Cys 


Ser 


Leu 


Gly Glu 
95 


Pro 


Ala 


Gly 


His 


Ser 


His Ala 
110 


Ser 


Ala 



Leu Asp 


Phe 


Leu Ala Gly Pro 


Gly 




10 




15 


Arg Asp 


Gin 


Ser Asp Phe Val 


Gly 




25 




30 


Leu Arg 


Leu 


Arg Val Arg Arg 


Val 




40 




45 


Phe Val 


Tyr 


Glu Ala Gin Asp 


Val 




55 




60 


Leu Lys 


Arg 


Leu Leu Ser Asn 


Glu 




70 




75 


He Gin 


Glu 


Val Cys Phe Met 


Leu 




85 




?0 


Gly Cys 


Leu 


Ser Val Gly Ser 


Gly 




100 




105 


Ser Leu 


Arg 


Thr Ala Pro 






115 







<210> 33 

<211> 1355 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7526198CD1 



<400> 33 
Met Ser Leu 
1 

Ser Leu Gly 


Gin 


Thr 


Val 


Leu 


Ala 


Glu 


Gly 


Ser 


Gly 


Glu 


Glu 


Lys 


Lys 


Leu 


Ser 


Ser 


He 


Gly 


Leu 


Leu 


Thr 


Lys 


Met 


Glu 


He 


Phe 


Tyr 


Lys 


Pro 


Pro 



Leu 


Gin 


Ser 




5 




Gly 


Ala 


Ser 




20 




Glu 


Leu 


Gly 




35 




Gly 


Gly 


Phe 




50 




Arg 


Glu 


Tyr 




65 




Asn 


Arg 


Ala 




80 




Gly 


His 


Pro 




95 




Lys 


Glu 


Glu 




110 




Glu 


Leu 


Cys 




125 




Ser 


Arg 


Gly 




140 




Gin 


Thr 


Cys 




155 




He 


He 


His 




170 





Ala Leu Asp 
Gly Arg Asp 
Glu Leu Arg 
Ala Phe Val 
Ala Leu Lys 
He He Gin 
Asn He Val 
Ser Asp Thr 
Lys Gly Gin 
Pro Leu Ser 
Arg Ala Val 
Arg Asp Leu 



Phe 


Leu 


Ala 


10 






Gin 


Ser 


Asp 


25 






Leu 


Arg Val 


40 






Tyr 


Glu 


Ala 


55 






Arg 


Leu 


Leu 


70 






Glu 


Val 


Cys 


85 






Gin 


Phe 


Cys 


100 






Gly 


Gin 


Ala 


115 






Leu 


Val 


Glu 


130 






Cys 


Asp 


Thr 


145 






Gin 


His 


Met 


160 






Lys 


Val 


Glu 


175 







Gly Pro 


Gly 






15 


Phe 


Val 


Gly 






30 


Arg Arg 


Val 






45 


Gin Asp 


Val 






60 


Ser 


Asn 


Glu 






75 


Phe 


Met 


Lys 






90 


Ser 


Ala 


Ala 






105 


Glu 


Phe 


Leu 






120 


Phe 


Leu 


Lys 






135 


Val 


Leu 


Lys 






150 


His 


Arg 


Gin 






165 


Asn 


Leu 


Leu 






180 
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Leu 


Ser 


Asn 


Gin 


Gly 

lOJ 


Thr 


Thr 


He 


Ser 


His 
zuv 


Arg 


Ala 


Leu 


Val 


Glu 

Z±D 


Tyr 


Arg 


Thr 


Pro 


Glu 

ZJli 


Gly 


Glu 


Lys 


Gin 


Asp 


Leu 


Cys 


Phe 


Arg 


Gin 

0 C A 

zbU 


lie 


Val 


Asn 


Gly 


Lys 

one 
Z /D 


Thr 


Val 


Phe 


His 


Ser 


Glu 


Glu 


Arg 


Leu 


Ser 

0 a c 


lie 


Ala 


Ala 


Ala 


Arg 

0 0 a 
320 


Leu 


Leu 


Glu 


Gin 


Asn 

0 0 cz. 


Gly 


Pro 


Pro 


Pro 


Pro 

OCA 


Gly 


Leu 


Ala 


Leu 


Ala 

OCR 


Asp 


lie 


Leu 


Arg 


Gly 
0 Q n 


Asp 


Thr 


Ser 


Ser 


Lys 


Gly 


Asp 


Leu 


Asp 


He 
a 1 a 


Ser 


Phe 


Pro 


Ala 


Glu 


Glu 


Asp 


Val 


Arg 


Leu 

A A C\ 


Ala 


Val 


Tyr 


Asn 


Leu 
455 


His 


Asn 


Arg 


Val 


Ser 

A'l f\ 

4/0 


His 


Leu 


His 


Thr 


Leu 

■ /IOC 

485 


Leu 


Arg 


Gin 


Asp 


His 


Gly 


Arg 


Ala 


Ala 


Ser 

CI c 


Cys 


Arg 


Leu 


Phe 


Ser 

C O A 
jjU 


Met 


Lys 


Arg 


Cys 


Pro 


He 


Glu 


Tyr 


Met 


Cys 

CCA 
DbO 


His 


Ser 


Lys 


Pro 


He 

ETC 


Pro 


Leu 


Phe 


Ser 


Lys 

C A A 


Val 


Tyr 


Val 


Gly 


Asp 

C A C 

605 


Asp 


Lys 


Met 


Arg 


Asp 
620 


Pro 


Leu 


Gly 


Val 


Thr 
635 


His 


Ala 


Arg 


Ser 


Thr 
650 



Thr 


He 


Lys 


Leu 


Cys 


Tyr 


Pro 


Asp 


Tyr 


Ser 

z U j 


Glu 


Glu 


He 


Thr 


Arg 

A £• \J 


He 


He 


Asp 


Leu 


Tyr 
00c 


He 


Trp 


Ala 


Leu 


Gly 

OCA 

ZD V 


His 


Pro 


Phe 


Glu 


Asp 

Zt>D 


Tyr 


Ser 


He 


Pro 


Pro 

O Q A 

Z oU 


Leu 


lie 


Arg 


Ala 


TwT^ 4- 

jyiet 

O A C 

295 


He 


Ala 


Glu 


Val 


Val 

O "1 A 

310 


Asn 


Val 


Asn 


Pro 


Lys 

00c 
325 


Gly 


Gly 


Tyr 


Gly 


Ser 








O A A 
340 


Val 


Gly 


Pro 


Ala 


Gly 

ice 
J J J 


Glu 


Tyr 


Asp 


Gin 


Pro 

OTA 

3/0 


Gly 


Thr 


Glu 


Arg 


Leu 

O Q C 
JOJ 


Val 


He 


Gin 


Ser 


Val 

A A A 


Ser 


Tyr 


He 


Thr 


Ser 

4J.O 


Gly 


Val 


Glu 


Ser 


Ala 

A O A 

43 0 


Phe 


Leu 


Asp 


Ser 


Lys 

yi a c 
44b 


Ser 


Pro 


Arg 


Thr 


Tyr 
460 


Glu 


Cys 


Gly 


Trp 


Ala 
475 


Tyr 


Asn 


He 


Cys 


Arg 

A O A 

490 


Lys 


Asn 


Val 


Cys 


Val 

C A C 

505 


Ala 


Val 


Ala 


Val 


Cys 

C O A 

O20 


Thr 


Ala 


Glu 


Ala 


Ala 

coc 
33 3 


Pro 


Gly 


He 


Trp 


Pro 

CCA 
ODO 


Asp 


Met 


Val 


Ala 


Glu 

ODD 


Leu 


Val 


Arg 


Ala 


Val 

C O A 

5o0 


Gin 


Arg 


Ser 


Gly 


Cys 

E A C 


Glu 


Arg 


Val 


Ala 


Ser 
610 


Phe 


Lys 


He 


Glu 


Asp 
625 


Val 


Gin 


Gly 


Asp 


Val 
640 


Leu 


Gly 


Gly 


Arg 


Leu 
655 



Asp 


Phe 


Gly 


Ser 


Ala 
195 


Trp 


Ser 


Ala 


Gin Arg 










210 


Asn 


Thr 




Pro 


Met 
225 


Cpr 


noil 


it 1 it; 


Pro 


He 
240 


Cys 


He 


Leu 


Tyr 


Leu 
255 


Gly 


Ala 


Lys 


Leu Arg 










270 


His 


Asp 


Thr 


Gin Tyr 










285 


Leu 


m n 
v^xn 


vai. 


Asn 


Pro 
300 


ill £5 


bin 


Leu 


Gin 


Glu 
315 


Ser 


Pro 


He 


Thr 


Glu 
330 


Ala 


Thr 


Leu 


Ser Arg 










345 


Ser 


Gly 


Tyr 


Ser Gly 










360 


Tyr 


Gly 


Gly 


Phe 


Leu 
375 


Phe 


Thr 


Asn 


Leu 


Lys 
390 


Ala 


Asn 


Tyr 


Ala 


Lys 
405 


Arg 


He 


Ala 


Val 


Met 
420 


Leu 


Lys 


Asn 


Asn 


He 
435 


His 


Pro 


Gly 


His 


Tyr 
450 


Arg 


Pro 


Ser 


Arg 


Phe 
465 


Ala 


Arg 


Arg 


Ala 


Pro 
480 


Asn 


Met 


His 


Ala 


Trp 
495 


Val 


His 


Cys 


Met 


Asp 
510 


Ser 


Phe 


Leu 


Cys 


Phe 
525 


Val 


Tyr 


Met 


Phe 


Ser 
540 


Ser 


His 


Lys 


Arg 


Tyr 
555 


Glu 


Pro 


He 


Thr 


Pro 
570 


Val 


Met 


Thr 


Pro 


Val 
585 


Arg 


Pro 


Phe 


Cys 


Glu 
600 


Thr 


Ser 


Gin 


Glu 


Tyr 
615 


Gly 


He 


Ala 


Val 


He 
630 


Leu 


He 


Val 


He 


Tyr 
645 


Gin 


Ala 


Lys 


Met 


Ala 
660 
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Ser Met Lys Met Phe Gin lie Gin Phe His Thr Gly Phe Val Pro 

665 670 ~ 675 

Arg Asn Ala Thr Thr Val Lys Phe Ala Lys Tyr Asp Leu Asp Ala 

680 685 ~* 690 

Cys Asp He Gin Glu Lys Tyr Pro Asp Leu Phe Gin Val Asn Leu 

695 700 705 

Glu Val Glu Val Glu Pro Arg Asp Arg Pro Ser Arg Glu Ala Pro 

710 715 720 

Pro Trp Glu Asn Ser Ser Met Arg Gly Leu Asn Pro Lys He Leu 

725 730 ^ 735 

Phe Ser Ser Arg Glu Glu Gin Gin Asp He Leu Ser Lys Phe Gly 

740 745 750 

Lys Pro Glu Leu Pro Arg Gin Pro Gly Ser Thr Ala Gin Tyr Asp 

755 760 765 

Ala Gly Ala Gly Ser Pro Glu Ala Glu Pro Thr Asp Ser Asp Ser 

770 775 780 

Pro Pro Ser Ser Ser Ala Asp Ala Ser Arg Phe Leu His Thr Leu 

785 790 795 

Asp Trp Gin Glu Glu Lys Glu Ala Glu Thr Gly Ala Glu Asn Ala 

800 805 " 810 

Ser Ser Lys Glu Ser Glu Ser Ala Leu Met Glu Asp Arg Asp Glu 

815 820 825' 

Ser Glu Val Ser Asp Glu Gly Gly Ser Pro He Ser Ser Glu Gly 

830 835 840 

Gin Glu Pro Arg Ala Asp Pro Glu Pro Pro Gly Leu Ala Ala Gly 

845 850 855 

Leu Val Gin Gin Asp Leu Val Phe Glu Val Glu Thr Pro Ala Val 

860 865 870 

Leu Pro Glu Pro Val Pro Gin Glu Asp Gly Val Asp Leu Leu Gly 

875 880 885 

Leu His Ser Glu Val Gly Ala Gly Pro Ala Val Pro Pro Gin Ala 

890 895 900 

Cys Lys Ala Pro Ser Ser Asn Thr Asp Leu Leu Ser Cys Leu Leu 

905 910 915 

Gly Pro Pro Glu Ala Ala Ser Gin Gly Pro Pro Glu Asp Leu Leu 

920 925 ~ 930 

Ser Glu Asp Pro Leu Leu Leu Ala Ser Pro Ala Pro Pro Leu Ser 

935 940 945 

Val Gin Ser Thr Pro Arg Gly Gly Pro Pro Ala Ala Ala Asp Pro 

950 955 960 

Phe Gly Pro Leu Leu Pro Ser Ser Gly Asn Asn Ser Gin Pro Cys 

965 970 975 

Ser Asn Pro Asp Leu Phe Gly Glu Phe Leu Asn Ser Asp Ser Val 

980 985 990 

Thr Val Pro Pro Ser Phe Pro Ser Ala His Ser Ala Pro Pro Pro 

995 1000 1005 

Ser Cys Ser Ala Asp Phe Leu His Leu Gly Asp Leu Pro Gly Glu 
1010 1015 1020 

Pro Ser Lys Met Thr Ala Ser Ser Ser Asn Pro Asp Leu Leu Gly 
1025 1030 1035 

Gly Trp Ala Ala Trp Thr Glu Thr Ala Ala Ser Ala Val Ala Pro 
1040 1045 1050 

Thr Pro Ala Thr Glu Gly Pro Leu Phe Ser Pro Gly Gly Gin Pro 
1055 1060 1065 

Ala Pro Cys Gly Ser Gin Ala Ser Trp Thr Lys Ser Gin Asn Pro 
1070 1075 1080 

Asp Pro Phe Ala Asp Leu Gly Asp Leu Ser Ser Gly Leu Gin Asp 
1085 1090 1095 

Pro Gin Ala Gin Ser Thr Val Ser Pro Arg Gly Gin Arg Val Cys 
1100 1105 1110 

Thr Cys Ser Arg Arg Leu Pro Thr Gly Lys Leu Lys Pro Gly Val 
1115 1120 1125 

Ala Asp Thr Gly Thr Ala Ala Ser Pro His Arg His Cys Gly Ser 
1130 1135 1140 
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Pro 


Ala 


Glv 


Phe Pro 


Pro 


Glv 


Glv 


Phe lie 


Pro 


Lys 


Thr 


Ala Thr 








1145 








1150 








1155 


Thr 


Pro 


Lys 


Gly Ser 


Ser 


Ser 


Tro 


Gin Thr 


Ser 


Arcr 


Pro 


Pro Ala 








1160 








1165 








1170 


Gin 


Glv 


Ala 


Ser Trp 


Pro 


Pro 


Gin 


Ala Lys 


Pro 


Pro 


Pro 


TjVS Ala 








1175 








1180 








1185 




Thr 


Gin 


Pro Arcf 


Pro 


Asn 


Tvr 


Ala Ser 


Asn 


Phe 


Ser 


Val lie 








1190 








1195 








1 900 




Ala 


nxy 


Glu Glu 


nxy 


Glv 


Val 


Ai"cr ■ Ala 

x3UL y nxa 


Pro 


Cor* 

OCX 


Phe 


Al a Gin 

nXG. V7XA1 
















1210 








1 91 S 


Lys 


Pro 


Lys 


Val Ser 


Glu 


Asn 


Asp 


Phe Glu 


A or*v 
nop 


Leu 


Leu 


OCX noil 
















1 99R 








1 9"*0 


Gl n 


vjX_y 


Xr l ic 


Qor Car 

OCX OCI 




Gov* 

OCX 


AOL/ 


T ■vrc T Arc 
xj_y o i-ijf o 


Gl \r 


riO 


T Arcs 


TVit- Tip 
xxxx XXc 








1 9^R 

X Z J J 








1 9AO 
X Zi *± w 








XZfi J 


Ala 
nx d 


Gl ii 

OX Li 


X\LC U- 


ru. y Xj_y o 


m n 

VJXU 


A <3T*| 


Leu 


Al a TiVq 

AX CI XJ jr o 


no k/ 


X XIX 


Asp 


XT X \J XJCLL 








1 OCA 
JU 
















JLZDU 


J_IJf o 








nop 


Tit* 


x x c 


Glu Gl \r 


Lys 


LX 


Arg 


7\ cn T 1 o 
noil XXC 








XZ Dj 








1 9*7 O 
x z / u 








1 0*7R 
XZ 1 D 


A ytt 
ni. y 


Al a 


XJCLX 


XJCLX OCX 


J. A IX 


T.OI 1 


His 


Thr* V»l 


Leu 


irp 


ASp 


Gl vr Gin 

biy bxu 
















1 9 








1 9 tin 

X Z zf U 


OCX 




±rp 


X I XX XT X V 


VAX 


Gl \r 


M<=»f- 

1TIC 1— 


jvl a l\ cn 
rixa nop 


Leu 


VAX 


Ala 


rxU bill 








1 9 








XJ uu 








X j Uj 


Gin 


Val 


Lys 


Lys His 


Tvr 


Arg 


Arg 


Ala Val 


Leu 


Ala 


Val 


His Pro 








1310 








1315 








1320 


Asp 


Lys 


Ala 


Ala Gly 


Gin 


Pro 


Tyr 


Glu Gin 


His 


Ala 


Lys 


Met lie 








1325 








1330 








1335 


Phe 


•Met 


Glu 


Leu Asn 


Asp 


Ala 


Trp 


Ser Glu 


Phe 


Glu 


Asn 


Gin Gly 








1340 








1345 








1350 


Ser 


Arg 


Pro 


Leu Phe 



















1355 

<210> 34 
<211> 490 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526208CD1 

<400> 34 



Met 


Ala 


Ser 


Thr 


Thr 


Thr 


Cys 


Thr 


Arg 


Phe 


Thr 


Asp 


Glu 


Tyr 


Gin 


1 








5 










10 










' 15 


Leu 


Phe 


Glu 


Glu 


Leu 
20 


Gly 


Lys 


Gly 


Ala 


Phe 
25 


Ser 


Val 


Val 


Arg 


Arg 
30 


Cys 


Met 


Lys 


He 


Pro 
35 


Thr 


Gly 


Gin 


Glu 


Tyr 
40 


Ala 


Ala 


Lys 


He 


He 
45 


Asn 


Thr 


Lys 


Lys 


Leu 
50 


Ser 


Ala 


Arg 


Val 


Arg 
55 


Leu 


His 


Asp 


Ser 


He 
60 


Ser 


Glu 


Glu 


Gly 


Phe 
65 


His 


Tyr 


Leu 


Val 


Phe 
70 


Asp 


Leu 


Val 


Thr 


Gly 
75 


Gly 


Glu 


Leu 


Phe 


Glu 
80 


Asp 


He 


Val 


Ala 


Arg 
85 


Glu 


Tyr 


Tyr 


Ser 


Glu 
90 


Ala 


Asp 


Ala 


Ser 


His 
95 


Cys 


He 


Gin 


Gin 


He 
100 


Leu 


Glu 


Ala 


Val 


Leu 
105 


His 


Cys 


His 


Gin 


Met 
110 


Gly 


Val 


Val 


His 


Arg 
115 


Asp 


Leu 


Lys 


Pro 


Glu 
120 


Asn 


Leu 


Leu 


Leu 


Ala 
125 


Ser 


Lys 


Ser 


Lys 


Gly 
130 


Ala 


Ala 


Val 


Lys 


Leu 
135 


Ala 


Asp 


Phe 


Gly 


Leu 
140 


Ala 


He 


Glu 


Val 


Gin 
145 


Gly 


Asp 


Gin 


Gin 


Ala 
150 


Trp 


Phe 


Gly 


Phe 


Ala 
155 


Gly 


Thr 


Pro 


Gly 


Tyr 
160 


Leu 


Ser 


Pro 


Glu 


Val 
165 


Leu 


Arg 


Lys 


Asp 


Pro 


Tyr 


Gly 


Lys 


Pro 


Val 


Asp 


Met 


Trp 


Ala 


Cys 
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170 175 180 

Gly Val lie Leu Tyr He Leu Leu Val Gly Tyr Pro Pro Phe Trp 
185 190 195 

Asp Glu Asp Gin His Arg Leu Tyr Gin Gin He Lys Ala Gly Ala 
200 205 210 

Tyr Asp Phe Pro Ser Pro Glu Trp Asp Thr Val Thr Pro Glu Ala 
215 220 225 

Lys Asp Leu He Asn Lys Met Leu Thr He Asn Pro Ala Lys Arg 
230 235 240 

He Thr Ala Ser Glu Ala Leu Lys His Pro Trp He Cys Gin Arg 
245 250 255 

Ser Thr Val Ala Ser Met Met His Arg Gin Glu Thr Val Asp Cys 
260 265 270 

Leu Lys Lys Phe Asn Ala Arg Arg Lys Leu Lys Gly Ala He Leu 
275 280 285 

Thr Thr Met Leu Ala Thr Arg Asn Phe Ser Ala Ala Lys Ser Leu 
290 295 ~ 300 

Leu Lys Lys Pro Asp Gly Val Lys Lys Arg Lys Ser Ser Ser Ser 
305 310 315 

Val Gin Met Met Glu Ser Thr Glu Ser Ser Asn Thr Thr He Glu 
320 325 330 

Asp Glu Asp Val Glu Ala Arg Lys Gin Glu He He Lys Val Thr 
335 ; 340 345 

Glu Gin Leu He Glu Ala He Asn Asn Gly Asp Phe Glu Ala Tyr 
350 355 360 

Thr Lys He Cys Asp Pro Gly Leu Thr Ala Phe Glu Pro Glu Ala 
365 370 375 

Leu Gly Asn Leu Val Glu Gly Met Asp Phe His Arg Phe Tyr Phe 
380 385 390 

Glu Asn Ala Leu Ser Lys Ser Asn Lys Pro He His Thr He He 
395 400 405 

Leu Asn Pro His Val His Leu Val Gly Asp Asp Ala Ala Cys He 
410 415 420 

Ala Tyr He Arg Leu Thr Gin Tyr Met Asp Gly Ser Gly Met Pro 
425 430 435 

Lys Thr Met Gin Ser Glu Glu Thr Arg Val Trp His Arg Arg Asp 
440 445 450 

Gly Lys Trp Gin Asn Val His Phe His Arg Ser Gly Ser Pro Thr 
455 460 465 

Val Pro He Lys Pro Pro Cys He Pro Asn Gly Lys Glu Asn Phe 
470 475 480 

Ser Gly Gly Thr Ser Leu Trp Gin Asn He 
485 490 

<210> 35 
<211> 344 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7526212CD1 

<400> 35 

Met Ala Ser Thr Thr Thr Cys Thr Arg Phe Thr Asp Glu Tyr Gin 
15 io 15 

Leu Phe Glu Glu Leu Gly Lys Gly Ala Phe Ser Val Val Arg Arg 

20 25 30 

Cys Met Lys He Pro Thr Gly Gin Glu Tyr Ala Ala Lys He He 

35 40 45 

Asn Thr Lys Lys Leu Ser Ala Arg Val Arg Leu His Asp Ser He 

50 55 60 

Ser Glu Glu Gly Phe His Tyr Leu Val Val Asp Leu Val Thr Gly 

65 70 75 
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IT" iUnf a >T l"«r ««<- 

Gly Glu Leu Phe Glu Asp lie Val Ala Arg Glu Tyr Tyr Ser Glu 
80 85 90 

Ala Asp Ala Ser His Cys He Gin Gin He Leu Glu Ala Val Leu 
95 100 105 

His Cys His Gin Met Gly Val Val His Arg Asp Leu Lys Pro Glu 
HO 115 120 

Asn Leu Leu Leu Ala Ser Lys Ser Lys Gly Ala Ala Val Lys Leu 

125 130 135 

Ala Asp Phe Gly Leu Ala He Glu Val Gin Gly Asp Gin Gin Ala 

140 145 150 

Trp Phe Gly Phe Ala Gly Thr Pro Gly Tyr Leu Ser Pro Glu Val 

155 160 165 

Leu Arg Lys Asp Pro Tyr Gly Lys Pro Val Asp Met Trp Ala Cys 

170 175 180 

Gly Val He Leu Tyr He Leu Leu Val Gly Tyr Pro Pro Phe Trp 

185 190 ~ 195 

Asp Glu Asp Gin His Arg Leu Tyr Gin Gin He Lys Ala Gly Ala 

200 205 210 

Tyr Asp Phe Pro Ser Pro Glu Trp Asp Thr Val Thr Pro Glu Ala 
' 215 220 225 

Lys Asp Leu He Asn Lys Met Leu Thr He Asn Pro Ala Lys Arg 

23 0 235 240 

He Thr Ala Ser Glu Ala Leu Lys His Pro Trp He Cys Gin Arg 

245 250 255 

Ser Thr Val Ala Ser Met Met His Arg Gin Glu Thr Val Asp Cys 

260 265 270 

Leu Lys Lys Phe Asn Ala Arg Arg Lys Leu Lys Gly Ala He Leu 

275 280 285 

Thr Thr Met Leu Ala Thr Arg Asn Phe Ser Ala Ala Lys Ser Leu 

290 295 300 

Leu Lys Lys Pro Asp Gly Val Lys Glu Ser Thr Glu Ser Ser Asn 

305 310 315 

Thr Thr He Glu Asp Glu Asp Val Lys Gly Thr Val Ala His Ala 

320 325 330 

Cys Asn Pro Ser Thr Leu Gly Gly Arg Gly Gly Gin He Thr 

335 340 

<210> 36 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7526213CD1 

<400> 36 

Met Lys Lys Phe Ser Arg Met Pro Lys Ser Glu Gly Gly Ser Gly 
1 5 10 is 

Gly Gly Ala Ala Gly Gly Gly Ala Gly Gly Ala Gly Ala Gly Ala , 

20 25 30 

Gly Cys Gly Ser Gly Gly Ser Ser Val Gly Val Arg Val Phe Ala 

35 40 45 

Val Gly Arg His Gin Val Thr Leu Glu Glu Ser Leu Ala Glu Val 

50 55 60 

He Gin Met Leu Pro Val Gin Glu Pro Arg Leu Glu Tyr Arg Val 

65 70 75 

Pro Leu He Ser Ser Gly Arg Arg Arg Leu Arg Arg Arg Cys 

80 85 

<210> 37 
<211> 88 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 7526214CD1 

<400> 37 

Met Lys Lys Phe Ser Arg Met Pro Lys 

1 5 
Gly Gly Ala Ala Gly Gly Gly Ala Gly 
20 

Gly Cys Gly Ser Gly Gly Ser Ser Val 
35 

Val Gly Arg His Gin Val Thr Leu Glu 
50 

Thr Gly Ala Arg Gly Gly Ser Asp Arg 
65 

Phe Ser Ser Cys Val Leu Thr Val Glu 
80 

<210> 38 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526228CD1 

<400> 38 



Met Ser Thr 
1 


Ala Ser Ala 


Ala 


Ser 


Ser 


Gly Glu Met 


5 

lie Glu Ala 


Pro 


Ser 


Gin 




20 








lie Asp Tyr 


Lys Glu lie 


Glu 


Val 


Glu 




35 








Ala Phe Gly 


Val Val Cys 


Lys 


Ala 


Lys 




50 






Ala lie Lys 


Gin lie Glu 


Ser 


Glu 


Ser 




65 








Val Glu Leu 


Arg Gin Leu 


Ser 


Arg Val 




80' 








Lys Leu Tyr 


Gly Ala Cys 


Leu 


Asn 


Pro 




95 








Tyr Ala Glu 


Gly Gly Ser Leu 


Tyr Asn 




110 








Gin Cys Cys 


Met Val Leu 


Asn 


His 


Cys 




125 







Thr Gin 
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Ser Glu Gly Gly Ser 


Gly 


10 






15 


Gly Ala 


Gly Ala 


Gly 


Ala 


25 




30 


Gly Val 


Arg Val 


Phe 


Ala 


40 






45 


Glu Ser 


Leu Ala 


Glu 


Gly 


55 






60 


Gin Val 


Asp Ser 


Pro 


Gin 


70 






75 


Ser Asp 


Val His 






85 









Ser 


Ser 


Ser 


Ser 


Ser Ala 


10 








15 


Val 


Leu 


Asn 


Phe 


Glu Glu 


25 








30 


Glu 


Val 


Val 


Gly Arg Gly 


40 








45 


Trp 


Arg 


Ala 


Lys 


Asp Val 


55 








60 


Glu 


Arg 


Lys 


Ala 


Phe He 


70 








75 


Asn 


His 


Pro 


Asn 


He Val 


85 








90 


Val 


Cys 


Leu 


Val 


Met Glu 


100 








105 


Val 


Cys 


Ala 


Phe 


Leu Ser 


115 








120 


His 


He 


He 


Leu 


Leu Pro 


130 








135 



<210> 39 

<211> 243 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_£eature 

<223> Incyte ID No: 7526246CD1 

<400> 39 

Met Ala Asp Leu Glu Ala Val Leu 

1 5 
Ala Met Glu Lys Ser Lys Ala Thr 
20 

Lys He Leu Leu Pro Glu Pro Ser 



Ala Asp Val Ser Tyr Leu Met 
10 ~ 15 

Pro Ala Ala Arg Ala Ser Lys 
25 30 

He Arg Ser Val Met Gin Lys 
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IT" * 




























35 


40 








45 


Tyr 


Leu 


pi *« 


Asp 


Arg Gly Glu Val Thr Phe 


pi n 


Lys 


He 


Phe Ser 










50 


55 








60 




Lys 


Leu 


pi , r 
vjxy 


Tyr Leu Leu Phe Arg Asp 




cys 


Leu Asn His 










c c 

65 


70 








75 


Leu 


VjXU 


pi it 

(jXU 


Ala 


Arg Pro 


Leu Val Glu Phe 


Tyr 


blU 


Glu 


He Lys 










80 


85 








90 


Liys 


Tyr 


pi ,1 
bill 


Lys 


Leu Glu 


Thr Glu Glu Glu 


Arg 


val 


Ala 


Arg Ser 










95 


100 








105 


Airg 


CaXU 


Tl ^ 

He 


File 


Asp Ser 


Tyr lie Met Lys 


t^xu 


Leu 


Leu 


Ala Cys 










110 


115 








120 


Ser 


xiXS 


Pro 


Jrne 


Ser Lys 


Ser Ala Thr Glu 


riXS 


vax 


Gin Gly His 










125 


130 








135 


Leu 


o»xy 


Lys 


Lys 


Gin Val 


Pro Pro Asp Leu 


pne 


Pi *-» 

GXn 


Pro 


Tyr He 










140 


145 








150 


pi it 


pi 


ri /-» 

xxe 


Cys 


Gin Asn Leu Arg Gly Asp 


vax 


Phe 


Gin 


Lys Phe 










155 


160 








165 


xxe 


Pi •« 

GXU 


Ser 


ASp 


Lys Phe 


Thr Arg Phe Cys 


GXn 


Trp 


Lys 


Asn Val 










170 


175 








180 


GXU 


Leu 


Asn 


Tl _ 

xXe 


His Val 


Ser Gly Leu Gly 


Trp 


Gly Met 


Glu Ser 










185 


190 








195 


TT A 

HIS 


ax a 


Pro 


Cys 


Cys Ser 


Ser Pro Gly Ser 


Trp 


Ala 


Cys 


Gly Leu 










200 


205 








210 


Ala 


Gly 


Arg 


Gly 


Arg Ser 


Gly Asp Val Cys 


Pro 


Leu Ala 


Pro Arg 










215 


220 








225 


Ala 


Val 


Ala 


Met 


Gly Val 


Arg Ala Gly lie 


Pro 


Ala 


Trp Gly Gly 










230 


235 








240 


Arg 


Ser 


Arg 

















<210> 40 
<211> 463 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7526258CD1 

<400> 40 



Met 


Arg 


Arg 


Pro 


Arg Gly 


Glu 


Pro 


Gly Pro 


Arg 


Ala 


Pro Arg Pro 


1 








5 






10 






15 


Thr 


Glu 


Gly 


Ala 


Thr Cys 


Ala 


Gly Pro Gly 


Glu 


Ser 


Trp Ser Pro 










20 






25 






30 


Ser 


Pro 


Asn 


Ser 


Met Leu 


Arg 


Val 


Leu Leu 


Ser 


Ala 


Gin Thr Ser 










35 






40 






45 


Pro 


Ala 


Arg 


Leu 


Ser Gly 


Leu 


Leu 


Leu He 


Pro 


Pro 


Val Gin Pro 










50 






55 






60 


Cys 


Cys 


Leu 


Gly 


Pro Ser 


Lys 


Trp 


Gly Asp 


Arg 


Pro 


Val Gly Gly 










65 






70 






75 


Gly 


Pro 


Ser 


Ala 


Gly Pro 


Val 


Gin 


Gly Leu 


Gin 


Arg 


Leu Leu Glu 










80 






85 






90 


Gin 


Ala 


Lys 


Ser 


Pro Gly 


Glu 


Leu 


Leu Arg 


Trp 


Leu Gly Gin Asn 










95 






100 






105 


Pro 


Ser 


Lys 


Val 


Arg Ala 


His 


His 


Tyr Ser 


Val 


Ala 


Leu Arg Arg 










110 






115 






120 


Leu 


Gly 


Gin 


Leu 


Leu Gly 


Ser 


Arg 


Pro Arg 


Pro 


Pro 


Pro Val Glu 










125 






130 






135 


Gin 


Val 


Thr 


Leu 


Gin Asp 


Leu 


Ser 


Gin Leu 


He 


He Arg Asn Cys 










140 






145 






150 


Pro 


Ser 


Phe 


Asp 


He His 


Thr 


He 


His Val 


Cys 


Leu 


His Leu Ala 










155 






160 






165 


Val 


Leu 


Leu 


Gly 


Phe Pro 


Ser 


Asp Gly Pro 


Leu 


Val 


Cys Ala Leu 










170 






175 






180 
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pi n 


bin 


bill 


Arg 


Arg 


Leu 




ucu it x. u 










185 








Leu 


(jxn 


Pro 


Leu 


Leu Arg 


r>~] mm 


nla ni y 










9 no 








xllS 


vai 


Met 


Val 


Lieu 


Lieu 




Pi ti TIi a 










ZlD 








Arg 


r*i 11 
CslU 


Pro 


Gin 


Leu 


Leu 


Pi n 


nla JLJ.tr 










ziU 








Gin 


GlU 


Thr 


Gin 


Leu 


Ser 


Ser 


LiyS Val 










245 








Pro 


Pne 


Gly Arg 


Leu 


Asn 


Tyr 


Leu Pro 










260 








Pro 


Cys 


Leu 


Glu 


Arg 


He 


Leu 


Ala Arg 










275 








Leu 


AX a 


Thr 


Val 


Asn 


He 


Leu 


Met Ser 










290 








Leu 


Pro 


Phe 


Arg 


Ala 


Leu 


HIS 


Jfcrne Val 










305 








Asn 


Tyr 


lie 


Ser 


Gly Thr 


Pro 


rixs Aia 










320 








Leu 


Ser 


Leu 


Leu 


Asp 


Thr 


Ala 


vai Cjiu 










335 








Arg 


Gly 


Pro 


Arg 


Leu 


Pro 


Arg 


Arg Gin 










350 








pi ti 


Pro 


Leu 


lie 


Thr 


Asp 


Arg 


- 

Ala Arg 










365 








Asp 


He 


Val 


Ala 


Glu 


Gly 


Leu 


Arg Gin 










380 








Tyr 


Arg 


Gin Asp 


Leu 


Thr 


Val 


irro fro 










395 








(jin 


Giy 


Ala Gly 


Gly Arg 


Pro 


biy IjlU 










410 








Pro 


Pro 


Ala 


Leu 


Leu 


Pro 


Ser 


Arg Leu 










425 








Leu 


Trp 


Cys 


Cys 


Ala 


Ser 


Arg 


Glu Asp 










440 








lie 


Pro 


Thr 


Lys 


Val 


Leu 


Pro 


Thr Gly 










455 









<210> 41 

<211> 184 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526311CD1 

<400> 41 



Met 


Arg 


Leu 


Ala 


Arg 


Leu 


Leu 


Arg Gly 


1 








5 








Gly 


Pro 


Gly 


Leu 


Arg 
20 


Ala 


Ala 


Gly Phe 


Asp 


Ser 


Gly 


Ser 


Ser 
35 


Pro 


Ala 


Ser Glu 


Val 


Asp 


Phe 


Tyr 


Ala 
50 


Arg 


Phe 


Ser Pro 


Gin 


Phe 


Leu 


Asp 


Phe 
65 


Gly 


Ser 


Val Asn 


Phe 


Met 


Phe 


Leu 


Arg 
80 


Gin 


Glu 


Leu Pro 


Met 


Lys 


Glu 


He 


Ser 
95 


Leu 


Leu 


Pro Asp 


Ser 


Val 


Gin 


Leu 


Val 


Gin 


Ser 


Trp Tyr 
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0 UU 
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Ser Pro 
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Tyr Cys 


rpV» -v~ 
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Thr 


PI n Prn 




Leu 


A r*rr 


415 








420 


Pro 


Ala Val 


Arg 


Gin 


Gin 


430 








435 


Pro 


Gly Pro 


Leu 


Pro 


Ala 


445 








450 


Pro 


Gly Cys 


Leu 







460 



Ala 


Aia 


Leu 


Ala 


Gly 


Pro 


10 










15 


Ser 


Arg 


Ser 


Phe 


Ser 


Ser 


25 










30 


Arg 


Gly Val 


Pro 


Gly 


Gin 


40 










45 


Ser 


Pro 


Leu 


Ser 


Met 


Lys 


55 










60 


Ala 


Cys 


Glu 


Lys 


Thr 


Ser 


70 










75 


Val 


Arg 


Leu 


Ala 


Asn 


He 


85 










90 


Asn 


Leu 


Leu 


Arg 


Thr 


Pro 


100 










105 


He 


Gin 


Ser 


Leu 


Gin 


Glu 
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110 










Leu Leu Asp 


Phe 


Lys 
125 


Asp 


Lys 


Ser 


Ala 


Tyr Glu Arg 


Pro 


Arcr 
140 


Arcr 


Thr 


Tro 


Leu 


Cys Met Ala 


Cys 


Lys 
155 


Met 


He 


Phe 


He 


Arg Lys Ser 


He 


Ser 
170 


Ser 


Lys 


Thr 


His 


Leu Gin Cys 


Thr 













PCT/US2004/009215 



115 




120 


Glu Asp Ala Lys Ala 


He 


130 




135 


Gin Val Ser Ser 


Leu 


Cys 


145 




150 


Val Trp Trp Lys 


Arg Gin 


160 




165 


Trp Lys His Lys 


Ser 


Lys 


175 




180 



<210> 42 

<211> 386 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc — feature 

<223> Incyte ID No: 7526315CD1 

<400> 42 



171 C: U 


DCL 


Ser 


Leu 


Gly Ala 


Ser 


pne 


1 
X 








5 








Leu 


Gin 






Glu 


Asn 


Cys 












20 












nld 


Lys 


Trp 


He 


Ser 


ijin 










35 








Lys 


Leu 


T 

Leu 


Lys 


He 


Glu 


Lys 


Glu 










50 
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nib 
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Asn 


He 


He 
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Phe 
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Asn 


Tyr 


vj±y 


He 
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80 
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m 

Tyr 


lie 


Asn 


Ser 


Asn 


Arg 










95 








His 


He 


Met 


Thr 


Trp 


Ala 


Thr 


Asp 
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Leu 


His 


Met 


Glu 


Ala 


Pro 


Val 


Lys 
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Ser 


Arg 


Asn 


Val 


Val 


He 


Ala 


Ala 
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Phe 


Gly 


Ala 


Ser 


Arg 


Leu 


His 
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Leu 


Val 


Gly 


Thr 


Phe 


Pro 


Trp 


Met 










170 






Leu 


Pro 


Val 


Ser 


Glu 


Thr 


Cys 


Asp 










185 






Leu 


Trp 


Glu 


Met 


Leu 


Thr 


Arg 


Glu 










200 








Gly 


Leu 


Gin 


Val 


Ala 


Trp 


Leu 


Val 










215 








Lys 


Lys 


Leu 


Glu 


Arg Asp 


Leu 


Ser 










230 








Glu 


Arg 


Glu 


Arg 


Arg Leu 


Lys 


Met 










245 








Gin 


Ser 


Asn 


Thr 


Pro 


Leu 


Leu 


Leu 










260 








Glu 


Glu 


Ser 


Tyr 


Phe 


Glu 


Ser 


Lys 
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Glu 
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Ser 


Cys 


Gin 


He 


Thr 


Ala 
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Asn 


Pro 


Ser 


Leu 


Gin 
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305 









Val 


Gin He 


Lys Phe Asp Asp 




10 






15 


Gly Gly Ser 


Phe Gly Ser Val 




25 






30 


Asp 


Lys Glu 


Val Ala 


Val 


Lys 




40 






45 


Ala 


Glu He 


Leu Ser 


Val 


Leu 




55 






60 


Tyr 


Gly Val 


He Leu 


Glu 


Pro 




70 






75 


Tyr 


Ala Ser 


Leu Gly 


Ser 


Leu 




85 






90 


Ser 


Glu Glu 


Met Asp 


Met 


Asp 




100 






105 


Val 


Ala Lys 


Gly Met 


His 


Tyr 




115 






120 


Val 


He His 


Arg Asp 


Leu 


Lys 




130 






135 


Asp 


Gly Val 


Leu Lys 


He 


Cys 




145 






150 


Asn 


His Thr 


Thr His 


Met 


Ser 




160 






165 


Ala 


Pro Glu 


Val He 


Gin 


Ser 




175 






180 


Thr 


Tyr Ser Tyr Gly Val 


Val 




190 






195 


Val 


Pro Phe 


Lys Gly Leu 


Glu 




205 






210 


Val 


Glu Lys 


Asn Glu 


Arg 


Leu 




220 






225 


Phe 


Lys Glu 


Gin Glu 


Leu 


Lys 




235 






240 


Trp Glu Gin Lys Leu 


Thr 


Glu 




250 






255 


Pro 


Leu Val Ala Arg Met 


Ser 




265 






270 


Thr 


Glu Glu 


Ser Asn 


Ser 


Ala 




280 






285 


Thr 


Ser Asn Gly Glu Gly His 




295 






300 


Met 


Met Leu Met Gly Phe Gly 




310 






315 
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Asp lie Phe Ser Met Asn Lys Ala Gly Ala Val Met His Ser Gly 

320 325 330 

Met Gin lie Asn Met Gin Ala Lys Gin Asn Ser Ser Lys Thr Thr 

335 340 ^ 345 

Ser Lys Arg Arg Gly Lys Lys Val Asn Met Ala Leu Gly Phe Ser 

350 355 ^ 360 
Asp Phe Asp Leu Ser Glu Gly Asp Asp Asp Asp Asp Asp Asp Gly 

365 370 375 

Glu Glu Glu Asp Asn Asp Met Asp Asn Ser Glu 

380 385 

<210> 43 

<211> 152 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526442CD1 

<400> 43 

Met Asp Gin Tyr Cys lie Leu Gly Arg He Gly Glu Gly Ala His 
1 5 10 15 

Gly He Val Phe Lys Ala Lys His Val Glu Thr Gly Glu He Val 

20 25 30 

Ala Leu Lys Lys Val Ala Leu Arg Arg Leu Glu Asp Gly Phe Pro 

35 40 45 

Asn Gin Ala Leu Arg Glu He Lys Ala Leu Gin Glu Met Glu Asp 

50 55 60 

Asn Gin Tyr Val Val Gin Leu Lys Ala Val Phe Pro His Gly Gly 

65 70 75 

Gly Phe Val Leu Ala Phe Glu Phe Met Leu Ser Asp Leu Ala Glu 

80 85 90 

Val Val Arg His Ala Gin Arg Pro Leu Ala } Gln Ala Gin Val Lys 

95 100 105 

Ser Tyr Leu Gin Met Leu Leu Lys Gly Val Ala Phe Cys His Ala 
110 115 120 

Asn ,Asn He Val His Arg Asp Leu Pro Pro Arg Pro He Gin Gly 
125 130 135 

Pro Pro Thr Ser Met Thr Ser Thr Trp Thr Gly Leu Leu Arg Ser 
140 145 150 . 

Arg Cys 



<210> 44 

<211> 1916 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7517831CB1 

<400> 44 

gttaggccag gaggaccatg tgaatggggc cagagggctc ccgggctggg caggaccatg 60 
ggctgtggct gcagctcaca cccggaagat gactggatgg aaaacatcga tgtgtgtgag 120 
aactgccatt atcccatagt cccactggat ggcaagggca cgctgctcat ccgaaatggc 180 
tctgagacaa cctggttatc gctctgcaca gctatgagcc ctctcacgac ggagatctgg 240 
gctttgagaa gggggaacag ctccgcatcc tggagcagag cggcgagtgg tggaaggcgc 3 00 
agtccctgac cacgggccag gaaggcttca tccccttcaa ttttgtggcc aaagcgaaca 3 60 
gcctggagcc cgaaccctgg ttcttcaaga acctgagccg caaggacgcg gagcggcagc 420 
tcctggcgcc cgggaacact cacggctcct tcctcatccg ggagagcgag agcaccgcgg 480 
gatcgttttc actgtcggtc cgggacttcg accagaacca gggagaggtg gtgaaacatt 540 
acaagatccg taatctggac aacggtggct tctacatctc ccctcgaatc acttttcccg 600 
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gcctgcatga actggtccgc cattacacca atgcttcaga tgggctgtgc acacggttga 660 
gccgcccctg ccagacccag aagccccaga agccgtggtg ggaggacgag tgggaggttc 720 
ccagggagac gctgaagctg gtggagcggc tgggggctgg acagttcggg gaggtgtgga 780 
tggggtacta caacgggcac acgaaggtgg cggtgaagag cctgaagcag ggcagcatgt 840 
ccccggacgc cttcctggcc gaggccaacc tcatgaagca gctgcaacac cagcggctgg 900 
ttcggctcta cgctgtggtc acccaggagc ccatctacat catcactgaa tacatggaga 960 
atgggagtct agtggatttt ctcaagaccc cttcaggcat caagttgacc atcaacaaac 1020 
tcctggacat ggcagcccaa ttgcagaagg catggcattc attgaagagc ggaattatat 1080 
tcatcgtgac cttcgggctg ccaacattct ggtgtctgac accctgagct gcaagattgc 1140 
agacttgggt ctagcacgcc tcattgagga caacgagtac acagccaggg agggggccaa 1200 
gtttcccatt aagtggacag cgccagaagc cattaactac gggacattca ccatcaagtc 1260 
agatgtgtgg tcttttggga tcctgctgac ggaaattgtc acccacggcc gcatccctta 1320 
cccagggatg accaacccgg aggtgattca gaacctggag cgaggctacc gcatggtgcg 1380 
ccctgacaac tgtccagagg agctgtacca actcatgagg ctgtgctgga aggagcgccc 1440 
agaggaccgg cccacctttg actacctgcg cagtgtgctg gaggacttct tcacggccac 1500 
agagggccag taccagcctc agccttgaga ggccttgaga ggccctgggg ttctccccct 1560 
ttctctccag cctgacttgg ggagatggag ttcttgtgcc atagtcacat ggcctatgca 1620 
catatggact ctgcacatga atcccaccca catgtgacac atatgcacct tgtgtctgta 1680 
cacgtgtcct gtagttgcgt ggactctgca catgtcttgt acatgtgtag cctgtgcatg 1740 
tatgtcttgg acactgtaca aggtacccct ttctggctct cccatttcct gagaccacag 1800 
agagagggga gaagcctggg attgacagaa gcttctgccc acctactttt ctttcctcag 1860 
atcatccaga agttcctcaa gggccaggac tttatctaat acctctgtgt gctcct 1916 

<210> 45 

<211> 926 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7520272CB1 

<400> 45 

tctacccggt tcaagcatgg ctgaccaggc gcccttcgac acggacgtca acaccctgac 60 
ccgcttcgtc atggaggagg gcaggaaggc ccgcggcacg ggcgagttga cccagctgct 120 
caactcgctc tgcacagcag tcaaagccat ctcttcggcg gtgcgcaagg cgggcatcgc 180 
gcacctctat ggcattgctg gttctaccaa cgtgacaggt gatcaagtta agaagctgga 240 
cgtcctctcc aacgacctgg ttatgaacat gttaaagtca tcctttgcca cgtgtgttct 3 00 
cgtgtcagaa gaagataaac acgccatcat agtggaaccg gagaaaaggg gtaaatatgt 360 
ggtctgtttt gatccccttg atggatcttc caacatcgat tgccttgtgt ccgttggaac 420 
catttttggc atctatagaa agaaatcaac tgatgagcct tctgagaagg atgctctgca 480 
accaggccgg aacctggtgg cagccggcta cgcactgtat ggcagtgcca ccatgctggt 540 
ccttgccatg gactgtgggg tcaactgctt x catgctggac ccggataatt cagctcctta 600 
tggggcccgg tatgtgggct ccatggtggc tgatgttcat cgcactctgg tctacggagg 660 
gatatttctg taccccgcta acaagaagag ccccaatgga aagctgagac tgctgtacga 720 
atgcaacccc atggcctacg tcatggagaa ggctggggga atggccacca ctgggaagga 780 
ggccgtgtta gacgtcattc ccacagacat tcaccagagg gcgccggtga tcttggggtc 840 
ccccgacgac gtgctcgagt tcctgaaggt gtatgagaag cactctgccc agtgagcacc 900 
tgccctgcct gcatctggag aattga ~ 92 £ 

<210> 46 

<211> 1382 

<212> D*JA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7521279CB1 

<400> 46 

tgatggcgtc cccacgggaa ttgacacaga accccctgaa gaagatctgg atgccataca 60 
gcaatgggcg gcccgctctg cacgcttgcc agcgcggtgt gtgcatgacc aactgcccaa 120 
ctctcattgt catggtgggc ctgcccgcca ggggcaagac ctacatctcc aagaagctga 180 
ctcgatacct gaactggatt ggtgtgccca ctcgggagtt caatgttggc cagtatcgcc 240 
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gggacgtggt caagacctac aaatcttttg 
tgaaaatcag gaagcagtgt gccctggcag 
aggagggggg acatgtggcg gtttttgatg 
ccatctttaa ttttggagaa cagaatggct 
tggatcctga ggtcatagct gccaacatcg 
tcaaccgcga cagtgatgag gctacggagg 
actcctacga gtcgctagat gaggacctgg 
atgtgggcca gagctacgtg gtgaaccgtg 
attacctcat gaacatccac gtgacccccc 
gcgagctcaa cctcaagggc cggattggcg 
agtttgccaa gagtctagcc cagttcatca 
ggacaagcca gatgaagagg acaatccaga 
agtggaaggt cctcaacgag atcgatgcgt 
ctgtcatcat ggagctggag aggcaagaga 
tgcgctgcct gctggcctac ttcctcgaca 
gtccgctgca cacagtcctg aagctgactc 
tattcctgaa cgtggctgct gtgaacacgc 
caagacctcc agaggaagcc cttgtcacgg 
ctgtgaccac taggcaggca ctgctctctg 

ga 



aattttttct ccccgacaat gaagagggcc 300 
ccctccgtga cgtccggcgg ttccttagtg 360 
ccacaaacac cacccgagaa cggagagcga 420 
acaagacctt ttttgtcgag tccatctgtg 480 
tgcaagtgaa actgggcagc cctgactatg 540 
acttcatgag gcgcattgag tgctatgaga 600 
atagggacct gtcctatatc aagatcatgg 660 
tggctgacca catccagagc cgcatcgtat 720 
gctccatcta cctctgccgg cacggggaga 780 
gggacccagg actgtcccct cggggcaggg 840 
gtgaccaaaa tatcaaggat ctgaaggtct 900 
cggctgaggc actgggtgtg ccctatgaac 960 
cctacgagga cctggtccag agactggagc 1020 
atgtgctggt catctgccac caggctgtga 1080 
aggcagcaga acagctgccc tacctcaagt 1140 
ctgtggcata tggttgtaaa gtggagtcca 12 00 
accgggacag gcctcagaac gtggacatct 1260 
tgcctgctca ccagtgacca tgttcatcca 1320 
cagagggggt cattccaggc cctccagtgt 1380 

13 82 



<210> 47 

<211> 1678 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523965CB1 



<400> 47 

tatggccgca ttgtaccgcc ctggcctgcg 
ctggccatca tgccgtagca tccagaccct 
tcccactggc attcgagatt ttgtagagca 
ccacatctgt gatggaactg aggctgagaa 
gggcctcatc cgaaagctcc ccaagtacaa 
ggatgtggca cgagtagaga gcaagacggt 
accactcccg cctggtgggg cccgtgggca 
ccagcgagct gtggatgaga ggtttccagg 
tccattcagc atgggtcctg tgggctcccc 
ctcagcctat gtggtggcaa gcatgcgtat 
ggccctggga gatggtgact ttgtcaagtg 
acaagatcct gggcatcacc agccctgcag 
ctagtgcctg tggcaagacc aacctggcta 
tggagtgtgt gggggatgat attgcttgga 
ccatcaaccc tgagaacggc ttctttgggg 
ccaacgccat ggctacaatc cagagtaaca 
atggtggcgt gtactgggag ggcattgacc 
cctggctggg caaaccctgg aaacctggtg 
gattttgtgc cccggctcgc cagtgcccca 
gtgtccccat tgacgccatc atctttggtg 
acgacccatt tgccatgcgg cccttttttg 
ggctgagcat ggaagggcgc aagggggccc 
tccggcgtga cgaggcaggg cacttcctgt 
tagactggat ctgccggcgg ttagaggggg 
tggtgccaaa ggaaggagcc ttggatctca 
tgttctccct ccccaaggac ttctgggaac 
cagagcaggt caaccaggat ctgcccaaag 
gacgtgtgca caaaatgtga cctgaggccc 

<210> 48 

<211> 895 

<212> DNA 

<213> Homo sapiens 



gcttaactgg catgggctga gccccttggg 60 
gcgagtgctt agtggagatc tgggccagct 120 
cagtgcccgc ctgtgccaac cagagggcat 180 
tactgccaca ctgaccctgc tggagcagca 240 
taactgctgg ctggcccgca cagaccccaa 300 
gattgtaact ccttctcagc gggacacggt 3 60 
gctgggcaac tggatgtccc cagctgattt 420 
ctgcatgcag ggccgcacca tgtatgtgct 480 
gctgtcccgc atcggggtgc agctcactga 540 
tatgacccga ctggggacac ctgtgcttca 600 
tctgcactcc gtgggccagc ccctgacagg 660 
ggaagaagcg ctatgtggca gccgccttcc 720 
tgatgcggcc tgcactgcca ggctggaaag 780 
tgaggtttga cagtgaaggt cgactccggg 840 
ttgcccctgg tacctctgcc accaccaatc 900 
ctatttttac caatgtggct gagaccagtg 960 
agcctcttcc acctggtgtt actgtgacct 1020 
acaaggagcc ctgtgcacat cccaactctc 1080 
tcatggaccc agcctgggag gccccagagg 1140 
gccgcagacc caaagggaag atcatcatgc 1200 
gctacaactt cgggcactac ctggaacact 1260 
agctgccccg tatcttccat gtcaactggt 1320 
ggccaggctt tggggagaat gctcgggtgc 1380 
aggacagtgc ccgagagaca cccattgggc 1440 
gcggcctcag agctatagac accactcagc 1500 
aggaggttcg tgacattcgg agctacctga 1560 
aggtgttggc tgagcttgag gccctggaga 1620 
tagtctagca agaggacata gcacccta 1678 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 7524016CB1 

<400> 48 

tctgtaaatg caagagaacc gagtgtggat aattagcgat ggaagaaaaa acctctagaa 60 
taaaagcatc cataccccag tttaccaatt cccccacaat ggtgatcatg gtgggtttac 120 
cagctcgagg caagacctat atctccacaa agctcacacg atatctcaac tggataggaa 180 
caccaactaa agtgtttaat ttaggccagt atcgacgaga ggcagtgagc tacaagaact 240 
atgaattctt tcttccagac aacatggaag ccctgcaaat caggaagcag tgcgccctgg 300 
cagccctgaa ggatgttcac aactatctca gccatgagga aggtcatgtt gcggtttttg 360 
atgccaccaa cactaccaga gaacgacggt cactgatcct gcagtttgca aaagaacatg 420 
gttacaaggt gtttttcatt gagtccattt gtaatgaccc tggcataatt gcagaaaaca 480 
tcaggcaagt gaaacttggc agccctgatt atatagactg tgaccgggaa aaggttctgg 540 
aagactttct aaagagaatt gagtgctatg aggtcaacta ccaacccttg gatgaggaac 600 
tggacagatc ttcgacgtgg gcacacgcta catggtgaac cgagtgcagg atcacatcca 660 
gagccgcaca gtctactacc tcatgaatat ccatgtcaca cctcgctcca tctacctttg 720 
ccgacatggc gagagtgaac tcaacatcag aggccgcatc ggaggtgact ctggcctctc 780 
agttcgcggc aagcagtatg cctatgccct ggccaacttc attcagtccc agggcatcag 840 
ctccctgaag gtgtggacca gtcacatgaa gaggaccatc cagacagctg aggcc 895 

<210> 49 

<211> 1294 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7524680CB1 

<400> 49 

tctgtaaatg caagagaacc gagtgttgga taattagcga tggaagaaaa aacctctaga 60 
ataaaagtgt ttaatttagg ccagtatcga cgagaggcag tgagctacaa gaactatgaa 120 
ttctttcttc cagacaacat ggaagccctg caaatcagga agcagtgcgc cctggcagcc 180 
ctgaaggatg ttcacaacta tctcagccat gaggaaggtc atgttgcggt ttttgatgcc 240 
accaacacta ccagagaacg acggtcactg atcctgcagt ttgcaaaaga acatggttac 300 
aaggtgtttt tcattgagtc catttgtaat gaccctggca taattgcaga aaacatcagg 360 
caagtgaaac ttggcagccc tgattatata gactgtgacc gggaaaaggt tctggaagac 420 
tttctaaaga gaattgagtg ctatgaggtc aactaccaac ccttggatga ggaactggac 480 
agccacctgt cctacatcaa gatcttcgac gtgggcacac gctacatggt gaaccgagtg 540 
caggatcaca tccagagccg cacagtctac tacctcatga atatccatgt cacacctcgc 600 
tccatctacc tttgccgaca tggcgagagt gaactcaaca tcagaggccg catcggaggt 660 
gactctggcc tctcagttcg cggcaagcag tatgcctatg ccctggccaa cttcattcag 720 
tcccagggca tcagctccct gaaggtgtgg accagtcaca tgaagaggac catccagaca 780 
gctgaggccc tgggtgtccc ctatgagcag tggaaggccc tgaatgagat tgatgcgggt 840 
gtctgtgagg agatgaccta tgaagaaatc caggaacatt accctgaaga atttgcactg 900 
cgagaccaag ataaatatcg ctaccgctat cccaagggag agtcctatga ggatctggtt 960 
cagcgtctgg agccagtgat aatggagcta gaacgacagg agaatgtact ggtgatctgc 1020 
caccaggctg tcatgcggtg cctcctggcc tatttcctgg ataaaagttc agatgagctt 1080 
ccatatctca agtgccctct gcacacagtg ctcaaactca ctcctgtggc ttatggctgc 1140 
aaagtggaat ccatctacct gaatgtggag accgtgaaca cacaccggga gaagcctgag 1200 
aatgtggaca tcacccggga acctgaggaa gccctggata ctgtcccagc ccactactga 1260 
gccctttcca agaagtcaaa ctgcctgtgt ccta 1294 

<210> 50 

<211> 1354 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7524757CB1 

<400> 50 
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tctgtaaatg caagagaacc gagtgttgga 
ataaaagcat ccatacccca gtttaccaat 
ccagctcgag gcaagaccta tatctccaca 
acaccaacta aagacaacat ggaagccctg 
ctgaaggatg ttcacaacta tctcagccat 
accaacacta ccagagaacg acggtcactg 
aaggtgtttt tcattgagtc catttgtaat 
caagtgaaac ttggcagccc tgattatata 
tttctaaaga gaattgagtg ctatgaggtc 
agccacctgt cctacatcaa gatcttcgac 
caggatcaca tccagagccg cacagtctac 
tccatctacc tttgccgaca tggcgagagt 
gactctggcc tctcagttcg cggcaagcag 
tcccagggca tcagctccct gaaggtgtgg 
gctgaggccc tgggtgtccc ctatgagcag 
gtctgtgagg agatgaccta tgaagaaatc 
cgagaccaag ataaatatcg ctaccgctat 
cagcgtctgg agccagtgat aatggagcta 
caccaggctg tcatgcggtg cctcctggcc 
ccatatctca agtgccctct gcacacagtg 
aaagtggaat ccatctacct gaatgtggag 
aatgtggaca tcacccggga acctgaggaa 
gccctttcca agaagtcaaa ctgcctgtgt 

<210> 51 

<211> 1204 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7516229CB1 



taattagcga tggaagaaaa aacctctaga 60 
tcccccacaa tggtgatcat ggtgggttta 120 
aagctcacac gatatctcaa ctggatagga 180 
caaatcagga agcagtgcgc cctggcagcc 240 
gaggaaggtc atgttgcggt ttttgatgcc 300 
atcctgcagt ttgcaaaaga acatggttac 360 
gaccctggca taattgcaga aaacatcagg 420 
gactgtgacc gggaaaaggt tctggaagac 480 
aactaccaac ccttggatga ggaactggac 540 
gtgggcacac gctacatggt gaaccgagtg 600 
tacctcatga atatccatgt cacacctcgc 660 
gaactcaaca tcagaggccg catcggaggt 720 
tatgcctatg ccctggccaa cttcattcag 780 
accagtcaca tgaagaggac catccagaca 840 
tggaaggccc tgaatgagat tgatgcgggt 900 
cgggaacatt accctgaaga atttgcactg 960 
cccaagggag agtcctatga ggatctggtt 1020 
gaacgacagg agaatgtact ggtgatctgc 1080 
tatttcctgg ataaaagttc agatgagcth 1140 
ctcaaactca ctcctgtggc ttatggctgc 1200 
gccgtgaaca cacaccggga gaagcctgag 1260 
gccctggata ctgtcccagc ccactactga 1320 
ccta *" 1354 



<400> 51 

agagggcggg tccccggcct cgggagcacg 
gcgacccccg gcaacctagg gtcctctgtc 
cacttcgtag cgcagaaagt gaagctgttt 
atgtgggggg taaaccactc gatcaatgaa 
atgccagatg acttcaaagc ctattcaaaa 
gaaaacatgc cgagccattt caagtttaag 
cgggagaggt ttggaattga tgatcaagat 
acccttcttc cccagttctt gggcatgtac 
gtgatagtta caagaaatgt attcagccac 
aagggctcta cagtggctag agaagctagt 
ctgaaagata atgatttcat taatgagggc 
aaggtcttcc tggaaaaact aaaaaaggat 
gactacagtc tgctggtggg aattcatgat 
tgtgaggaga acgatgggga ggaggagggc 
cccccagata gccccgggaa tacactgaac 
gatccgaaca tcgacgtcta tggaattaag 
tacttcatgg caattattga catccttact 
gctgcaaaaa ctgttaaaca tggcgctggc 
tattcaaagc gctttttgga ctttattggc 
cggacagaca tgaacattgg agggacagag 
gcgg 

<210> 52 

<211> 1859 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7516525CB1 



gcggtggagg ggacatagga ggcggccatg 60 
ctggcgagca agaccaagac caagaagaag 120 
cgggccagcg acccgctgct cagcgtcctc 180 
ctgagccatg ttcaaatccc tgttatgttg 240 
ataaaggtgg acaatcacct ttttaacaaa 300 
gaatactgcc cgatggtctt' ccgtaacctg 360 
ttccagtaca tagtggaatg tcatgggatc 420 
cggcttaatg ttgatggagt tgaaatatat 480 
cgtttgtctg tgtataggaa atacgactta 540 
gacaaagaaa aggccaaaga actgccaact 600 
caaaagattt atattgatga caacaacaag 660 
gttgagtttc tggcccagct gaagctcatg 720 
gtggagagag ccgaacagga ggaagtggag 780 
gagagcgatg gcacccaccc ggtgggaacc 840 
agctcaccac ccctggctcc cggggagttc 900 
tgccatgaaa actcgcctag gaaggaggtg 960 
cattatgatg caaaaaagaa agctgcccat 1020 
gcggagatct ccaccgtgaa cccagaacag 1080 
cacatcttga cgtaacctcc tgcgcagcct 1140 
gtggcttcga agaacgaatt gcagcacact 1200 

1204 
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<400> 52 

caacaaggct acgcagaaga acccccttga ctgaagcaat ggaggggggt ccagctgtct 60 
gctgccagga tcctcgggca gagctggtag aacgggtggc agccatcgat gtgactcact 120 
tggaggaggc agatggtggc ccagagccta ctagaaacgg tgtggacccc ccaccacggg 180 
ccagagctgc ctctgtgatc cctggcagta cttcaagact gctcccagcc cggcctagcc 240 
tctcagccag gaagctttcc ctacaggagc ggccagcagg aagctatctg gaggcgcagg 300 
ctgggcctta tgccacgggg cctgccagcc acatctcccc ccgggcctgg cggaggccca 360 
ccatcgagtc ccaccacgtg gccatctcag atgcagagga ctgcgtgcag ctgaaccagt 420 
acaagctgca gagtgagatt ggcaagggtg cctacggtgt ggtgaggccg gcctacaacg 480 
aaagtgaaga cagacactat gcaatgaaag tcctttccaa aaagaagtta ctgaagcagt 540 
atggctttcc acgtcgccct cccccgagag ggtcccaggc tgcccaggga ggaccagcca 600 
agcagctgct gcccctggag cgggtgtacc aggagattgc catcctgaag aagctggacc 660 
acgtgaatgt ggtcaaactg atcgaggtcc tggatgaccc agctgaggac aacctctatt 720 
tggccctgca gaaccaggcc cagaatatcc agttagattc aacaaatatc gccaagcccc 780 
actccctgct tccctctgag cagcaagaca gtggatccac gtgggctgcg cgctcagtgt 840 
ttgacctcct gagaaagggg cccgtcatgg aagtgccctg tgacaagccc ttctcggagg 900 
agcaagctcg cctctacctg cgggacgtca tcctgggcct cgagtacttg cactgccaga 960 
agatcgtcca cagggacatc aagccatcca acctgctcct gggggatgat gggcacgtga 1020 
agatcgccga ctttggcgtc agcaaccagt ttgaggggaa cgacgctcag ctgtccagca 1080 
cggcgggaac cccagcattc atggcccccg aggccatttc tgattccggc cagagcttca 1140 
gtgggaaggc cttggatgta tgggccactg gcgtcacgtt gtactgcttt gtctatggga 1200 
agtgcccgtt catcgacgat ttcatcctgg ccctccacag gaagatcaag aatgagcccg 1260 
tggtgtttcc tgaggggcca gaaatcagcg aggagctcaa ggacctgatc ctgaagatgt 1320 
tagacaagaa tcccgagacg agaattgggg tgccagacat caagttgcac ccttgggtga 13 80 
ccaagaacgg ggaggagccc attccttcgg aggaggagca ctgcagcgtg gtggaggtga 1440 
cagaggagga ggttaagaac tcagtcaggc tcatccccag ctggaccacg gtgatcctgg 1500 
tgaagtccat gctgaggaag cgttcctttg ggaacccgtt tgagccccaa gcacggaggg 1560 
aagagcgatc catgtctgct ccaggaaacc tactggtgaa agaagggttt ggtgaagggg 1620 
gcaagagccc agagctcccc ggcgtccagg aagacgaggc tgcatcctga gcccctgcat 1680 
gcacccaggg ccacccggca gcacactcat cccgcgcctc cagaggccca cccctcatgc 1740 
aacagccgcc cccgcaggca gggggctggg gactgcagcc ccactcccgc ccctccccca 1800 
tcgtgctgca tgacctccac gcacgcacgt ccagggacag actggaatgt atgtcattt 1859 

<210> 53 

<211> 1695 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7516533CB1 

<400> 53 

actgagccta agcagccggt gatggcggca gcggctgtgg tggctgcggc gggtccgggc 60 
ccatgaggcg acgaaggagg cgggacggct tttacccagc cccggacttc cgagacaggg 120 
aagctgagga catggcagga gtgtttgaca tagacctgga ccagccagag gacgcgggct 180 
ctgaggatga gctggaggag ggggcaatga tagtaagaaa tgctaaagat acagctcata 240 
caaaagcaga acggaatatt ctggaggaag taaagcatcc cttcatcgtg gatttaattt 300 
atgcctttca gactggtgga aaactctacc tcatccttga gtatctcagt ggaggagaac 3 60 
tatttatgca gttagaaaga gagggaatat ttatggaaga cactgcctgc ttttacttgg 420 
cagaaatctc catggctttg gggcatttac atcaaaaggg gatcatctac agagacctga 480 
agccggagaa tatcatgctt aatcaccaag gtcatgtgaa actaacagac tttggactat 540 
gcaaagaatc tattcatgat ggaacagtca cacacacatt ttgtggaaca atagaataca 600 
tggcccctga aatcttgatg agaagtggcc acaatcgtgc tgtggattgg tggagtttgg 660 
gagcattaat gtatgacatg ctgactggag cacccccatt cactggggag aatagaaaga 720 
aaacaattga caaaatcctc aaatgtaaac tcaatttgcc tccctacctc acacaagaag 780 
ccagagatct gcttaaaaag ctgctgaaaa gaaatgctgc ttctcgtctg ggagctggtc 840 
ctggggacgc tggagaagtt caagctcatc cattctttag acacattaac tgggaagaac 900 
ttctggctcg aaaggtggag ccccccttta aacctctgtt gcaatctgaa gaggatgtaa 960 
gtcagtttga ttccaagttt acacgtcaga cacctgtcga cagcccagat gactcaactc 1020 
tcagtgaaag tgccaatcag gtctttctgg gttttacata tgtggctcca tctgtacttg 1080 
aaagtgtgaa agaaaagttt tcctttgaac caaaaatccg atcacctcga agatttattg 1140 
gcagcccacg aacacctgtc agcccagtca aattttctcc tggggatttc tggggaagag 1200 
gtgcttcggc cagcgcagca aatcctcaga cacctgtgga atacccaatg gaaacaagtg 1260 
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gcatagagca gatggatgtg acaatgagtg gggaagcatc ggcaccactt ccaatacgac 1320 
agccgaactc tgggccatac aaaaaacaag cttttcccat gatctccaaa cggccagagc 1380 
acctgcgtat gaatctatga cagagcatgc ttttaatgaa tttaaggcaa aaaggtggag 1440 
agggagatgt gtgagcatcc tgcaaggtga aacgactcaa aatgacagtt tcagagagtc 1500 
aatgtcatta catagaacac ttcagacaca ggaaaaataa acgtggattt taaaaaatca 1560 
atcaatggtg caaaaaaaaa cttaaagcaa atagtattgc tgaactctta ggcacatcaa 1620 
ttaattgatt cctcgcgaca tcttctcaac cttatcaagg attttcatgt tgatgactcg 1680 
aaactgacag tatta 1695 

<210> 54 

<211> 3891 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7516613CB1 

<400> 54 

agagcgacag agacatttat tgttatttgt tttttggtgg caaaaaggga aaatggcgaa 60 
cgactcccct gcaaaaagtc tggtggacat cgacctctcc tccctgcggg atcctgctgg 120 
gatttttgag ctggtggaag tggttggaaa tggcacctat ggacaagtct ataagggtcg 180 
acatgttaaa acgggtcagt tggcagccat caaagttatg gatgtcactg aggatgaaga 240 
ggaagaaatc aaactggaga taaatatgct aaagaaatac tctcatcaca gaaacattgc 3 00 
aacatattat ggtgctttca tcaaaaagag ccctccagga catgatgacc aactctggct 360 
tgttatggag ttctgtgggg ctgggtccat tacagacctt gtgaagaaca ccaaagggaa 420 
cacactcaaa gaagactgga tcgcttacat ctccagagaa atcctgaggg gactggcaca 480 
tcttcacatt catcatgtga ttcaccggga tatcaagggc cagaatgtgt tgctgactga 540 
gaatgcagag gtgaaacttg ttgactttgg tgtgagtgct cagctggacg ggactgtggg 600 
gcggagaaat acgttcatag gcactcccta ctggatggct cctgaggtca tcgcctgtga 660 
tgagaaccca gatgccacct atgattacag aagtgatctt tggtcttgtg gcattacagc 720 
cattgagatg ggggaaggtg ctccccctct ctgtgacatg catccaatga gagcactgtt 780 
tctcattccc agaaaccctc ctccccggct gaagtcaaaa aaatggtcga agaagttttt 840 
tagttttata gaagggtgcc tggtgaagaa ttacatgcag cggccctcta cagagcagct 900 
tttgaaacat ccttttataa gggatcagcc aaatgaaagg caagttagaa tccagcttaa 960 
ggatcatata gatcgtacca ggaagaagag aggcgagaaa gatgaaactg agtatgagta 1020 
cagtgggagt gaggaagaag aggaggaagt gcctgaacag gaaggagagc caagttccat 1080 
tgtgaacgtg cctggtgagt ctactcttcg ccgagatttc ctgagactgc agcaggagaa 1140 
caaggaacgt tccgaggctc ttcggagaca acagttacta caggagcaac agctccggga 1200 
gcaggaagaa tataaaaggc aactgctggc agagagacag aagcggattg agcagcagaa 1260 
agaacagagg cgacggctag aagagcaaca aaggagagag cgggaagcta gaaggcagca 1320 
ggaacgtgaa cagcgaagga gagaacaaga agaaaagagg cgtctagagg agttggagag 1380 
aaggcgcaaa gaagaagagg agaggagaca ggcagaagaa gaaaagagga gagttgaaag 1440 
agaacaggag tatatcaggc gacagctaga agaggagcag cggcacttgg aagtccttca 1500 
gcagcagctg ctccaggagc aggccatgtt actgcatgac cataggaggc cgcacccgca 1560 
gcactcgcag cagccgccac caccgcagca ggaaaggagc aagccaagct tccatgctcc 1620 
cgagcccaaa gcccactacg agcctgctga ccgagcgcga gaggttcctg tgagaacaac 1680 
atctcgctcc cctgttctgt cccgtcgaga ttccccactg cagggcagtg ggcagcagaa 1740 
tagccaggca ggacagagaa actccaccag cagtattgag cccaggcttc tgtgggagag 1800 
agtggagaag ctgatgccca gacctggcag tggcagctcc tcagggtcca gcaactcagg 1860 
atcccagccc gggtctcacc ctgggtctca gagtggctcc ggggaacgct tcagagtgag 1920 
atcatcatcc aagtctgaag gctctccatc tcagcgcctg gaaaatgcag tgaaaaaacc 1980 
tgaagataaa aaggaagttt tcagacccct caagcctgct gatctgaccg cactggccaa 2040 
agagcttcga gcagtggaag atgtacggcc acctcacaaa gtaacggact actcctcatc 2100 
cagtgaggag ccggggacga cggatgagga ggacgacgat gtggagcagg aaggggctga 2160 
cgagtccacc tcaggaccag aggacaccag agcagcgtca tctctgaatt tgagcaatgg 2220 
tgaaacggaa tctgtgaaaa ccatgattgt ccatgatgat gtagaaagtg agccggccat 2280 
gaccccatcc aaggagggca ctctaatcgt ccgccagagt acagttgacc aaaagcgtgc 2340 
cagccatcat gagagcaatg gctttgccgg tcgcattcac ctcttgccag atctcttaca 2400 
gcaaagccat tcctcctcca cttcctccac ctcctcctcc ccatcctcca gccagccgac 2460 
acccaccatg tccccacaga caccccagga caagctcact gctaatgaga ctcagtccgc 2520 
tagtagcaca ctccagaaac acaaatcttc ctcctccttt acacctttta tagaccccag 2580 
attactacag atttctccat ctagcggaac aacagtgaca tctgtggtgg gattttcctg 2640 
tgatgggatg agaccagaag ccataaggca agatcctacc cggaaaggct cagtggtcaa 2700 
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tgtgaatcct accaacacta ggccacagag tgacaccccg gagattcgta aatacaagaa 2760 
gaggtttaac tctgagattc tgtgtgctgc cttatgggga gtgaatttgc tagtgggtac 2820 
agagagtggc ctgatgctgc tggacagaag tggccaaggg aaggtctatc ctcttatcaa 2880 
ccgaagacga tttcaacaaa tggacgtact tgagggcttg aatgtcttgg tgacaatatc 2940 
tggcaaaaag gataagttac gtgtctacta tttgtcctgg ttaagaaata aaatacttca 3000 
caatgatcca gaagttgaga agaagcaggg atggacaacc gtaggggatt tggaaggatg 3060 
tgtacattat aaagttgtaa aatatgaaag aatcaaattt ctggtgattg ctttgaagag 3120 
ttctgtggaa gtctatgcgt gggcaccaaa gccatatcac aaatttatgg cctttaagtc 3180 
atttggagaa ttggtacata agccattact ggtggatctc actgttgagg aaggccagag 3240 
gttgaaagtg atctatggat cctgtgctgg attccatgct gttgatgtgg attcaggatc 3300 
agtctatgac atttatctac caacacatat ccagtgtagc atcaaacccc atgcaatcat 3360 
catcctcccc aatacagatg gaatggagct tctggtgtgc tatgaagatg agggggttta 3420 
tgtaaacaca tatggaagga tcaccaagga tgtagttcta cagtggggag agatgcctac 3480 
atcagtagca tatattcgat ccaatcagac aatgggctgg ggagagaagg ccatagagat 3540 
ccgatctgtg gaaactggtc acttggatgg tgtgttcatg cacaaaaggg ctcaaagact 3600 
aaaattcttg tgtgaacgca atgacaaggt gttctttgcc tctgttcggt ctggtggcag 3660 
cagtcaggtt tatttcatga ccttaggcag gacttctctt ctgagctggt agaagcagtg 3720 
tgatccaggg attactggcc tccagagtct tcaagatcct gagaacttgg aattccttgt 3780 
aactggagct cggagctgca ccgagggcaa ccaggacagc tgtgtgtgca gacctcatgt 3 840 
gttgggttct ctcccctcct tcctgttcct cttatatacc agtttatccc c 3 891 

<210> 55 

<211> 3954 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7517068CB1 

<400> 55 

atttctccag cgaagaagta gacatggcga gcgactcccc ggctcgaagc ctggatgaaa 60 
tagatctctc ggctctgagg gaccctgcag ggatctttga attggtggaa cttgttggaa 120 
atggaacata cgggcaagtt tataagggtc gtcatgtcaa aacgggccag cttgcagcca 180 
tcaaggttat ggatgtcaca ggggatgaag aggaagaaat caaacaagaa attaacatgt 240 
tgaagaaata ttctcatcac cggaatattg ctacatacta tggtgctttt atcaaaaaga 3 00 
acccaccagg catggatgac caactttggt tggtgatgga gttttgtggt gctggctctg 360 
tcaccgacct gatcaagaac acaaaaggta acacgttgaa agaggagtgg attgcataca 420 
tctgcaggga aatcttacgg gggctgagtc acctgcacca gcataaagtg attcatcgag 480 
atattaaagg gcaaaatgtc ttgctgactg aaaatgcaga agttaaacta gtggactttg 540 
gagtcagtgc tcagcttgat cgaacagtgg gcaggaggaa tactttcatt ggaactccct 600 
actggatggc accagaagtt attgcctgtg atgaaaaccc agatgccaca tatgatttca 660 
agagtgactt gtggtctttg ggtatcaccg ccattgaaat ggcagaaggt gctccccctc 720 
tctgtgacat gcaccccatg agagctctct tcctcatccc ccggaatcca gcgcctcggc 780 
tgaagtctaa gaagtggtca aaaaaattcc agtcatttat tgagagctgc ttggtaaaga 840 
atcacagcca gcgaccagca acagaacaat tgatgaagca tccatttata cgagaccaac 900 
ctaatgagcg acaggtccgc attcaactca aggaccatat tgatagaaca aagaagaagc 960 
gaggagaaaa agatgagaca gagtatgagt acagtggaag tgaggaagaa gaggaggaga 1020 
atgactcagg agagcccagc tccatcctga atctgccagg ggagtcgacg ctgcggaggg 1080 
actttctgag gctgcagctg gccaacaagg agcgttctga ggccctacgg aggcagcagc 1140 
tggagcagca gcagcgggag aatgaggagc acaagcggca gctgctggcc gagcgtcaga 1200 
agcgcatcga ggagcagaaa gagcagaggc ggcggctgga ggagatccca catctggtag 1260 
ctgtaaaatc ccagggacct gccttgaccg cctcccagtc agtgcacgag cagcccacaa 1320 
agggcctctc tgggtttcag gaggctctga acgtgacctc ccaccgcgtg gagatgccac 13 80 
gccagaactc agatcccacc tcggaaaatc ctcctctccc cactcgcatt gaaaagtttg 1440 
accgaagctc ttggttacga caggaagaag acattccacc aaaggtgcct caaagaacaa 1500 
cttctatatc cccagcatta gccagaaaga attctcctgg gaatggtagt gctctgggac 1560 
ccagactagg atctcaaccc atcagagcaa gcaaccctga tctccggaga actgagccca 1620 
tcttggagag ccccttgcag aggaccagca gtggcagttc ctccagctcc agcaccccta 1680 
gctcccagcc cagctcccaa ggaggctccc agcctggatc acaagcagga tccagtggac 1740 
gcaccagagt tcgagccaac agtaagtcag aaggatcacc tgtgcttccc catgagcctg 1800 
ccaaggtgaa accagaagaa tccagggaca ttacccggcc cagtcgacca gctgatctga 1860 
cggcattagc caaagaacta agagaactcc ggattgaaga aacaaaccgc ccaatgaaga 1920 
aggtgactga ttactcctcc tccagtgagg agtcagaaag tagcgaggaa gaggaggaag 1980 
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atggagagag cgagacccat gatgggacag tggctgtcag cgacataccc agactgatac 2040 
caacaggagc tccaggcagc aacgagcagt acaatgtggg aatggtgggg acgcatgggc 2100 
tggagacctc tcatgcggac agtttcagcg gcagtatttc aagagaagga accttgatga 2160 
ttagagagac gtctggagag aagaagcgat ctggccacag tgacagcaat ggctttgctg 2220 
gccacatcaa cctccctgac ctggtgcagc agagccattc tccagctgga accccgactg 2280 
agggactggg gcgcgtctca acccattccc aggagatgga ctctgggact gaatatggca 2340 
tggggagcag caccaaagcc tccttcaccc cctttgtgga ccccagagta taccagacgt 2400 
ctcccactga tgaagatgaa gaggatgagg aatcatcagc cgcagctctg tttactagcg 2460 
aacttcttag gcaagaacag gccaaactca atgaagcaag aaagatttcg gtggtaaatg 2520 
taaacccaac caacattcgg cctcatagcg acacaccaga aatcagacaa tacaagaaac 2580 
gattcaactc agaaatactt tgtgcagctc tgtggggtgt aaaccttctg gtggggactg 2640 
aaaatggcct gatgcttttg gaccgaagtg ggcaaggcaa agtctataat ctgatcaacc 2700 
ggaggcgatt tcagcagatg gatgtgctag agggactgaa tgtccttgtg acaatttcag 2760 
gaaagaagaa taagctacga gtttactatc tttcatggtt aagaaacaga atactacata 2820 
atgacccaga agtagaaaag aaacaaggct ggatcactgt tggggacttg gaaggctgta 2880 
tacattataa agttgttaaa tatgaaagga tcaaattttt ggtgattgcc ttaaagaatg 2940 
ctgtggaaat atatgcttgg gctcctaaac cgtatcataa attcatggca tttaagtctt 3000 
ttgcagatct ccagcacaag cctctgctag ttgatctcac ggtagaagaa ggtcaaagat 3060 
taaaggttat ttttggttca cacactggtt tccatgtaat tgatgttgat tcaggaaact 3120 
cttatgatat ctacatacca tctcatattc agggcaatat cactcctcat gctattgtca 3180 
tcttgcctaa aacagatgga atggaaatgc ttgtttgcta tgaggatgag ggggtttatg 3240 
tagacaccta tggccggata actaaggatg tggtigctcca atggggagaa atgcccacgt 3300 
ctgtggccta cat teat tec gatcagataa tgggctgggg cgagaaagct attgagatcc 3360 
ggtcagtgga aacaggacat ttggatggag tatttatgea taagegaget caaaggttaa 3420 
agtttctatg tgaaagaaat gataaggtat tttttgeate cgtgcgatct ggaggaagta 3480 
gccaagtgtt tttcatgacc ctcaacagaa attccatgat gaactggtaa cagaagagca 3540 
cttggcactt atcttcatgg cgttatttct aatttaaaag aacataactc atgtggactt 3600 
atgecagtet agaggcagaa tcagaaggct tggttgaaca tategcttte cctttttcct 3660 
ctccctccgc ccctcccagt acagtccatc tttcaatgtt gcagcctggt tgagaaggag 3720 
agaaaaaggt ggcaggaatt tccaggagat ccccaagaat getgecttgt ctgtggacaa 3780 
agatggacca tgtgcccttc ggaattaggg atagaaacaa atattgtgtg ctcttaacga 3840 
ttaagctgtg ttatggtggg ttttcaggtt tttacctttt ttctttaccc ctctactctg 3900 
caagaatggg gaaagaatgc atactgegea aatgagtctt ttaaattctg tctg 3954 

<210> 56 
<211> 3357 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7517148CB1 

<400> 56 

agtgtgctgg aattcgcgcc ttttacgeca aagctcgcca acatggcgga cctggaggct 60 
gtgctggccg atgtcagtta cctgatggcc atggagaaga geaaggegae cccggccgcc 120 
cgcgccagca agaggatcgt cctgccggag cccagtatcc ggagtgtgat gcagaagtac 180 
ettgeagaga gaaatgaaat aacccttgac aagattttca atcagaaaat tggtttcttg 240 
ctatttaaag atttttgttt gaatgaaatt aatgaagctg tacctcaggt gaagttttat 300 
gaagagataa aggaatatga aaaacttgat aatgaggaag accgcctttg cagaagtcga 360 
caaatttatg atgectacat catgaaggaa cttctttcct gttcacatcc tttctcaaag 420 
caagctgtag aacaegtaca aagtcattta tccaagaaac aagtgacatc aactcttttt 480 
cagccataca tagaagaaat ttgtgaaagc cttcgaggtg acatttttca aaaatttatg 540 
gaaagtgaca agttcactag attttgtcag tggaaaaacg ttgaattaaa tatccatttg 600 
accatgaatg agttcagtgt gcataggatt attggacgag gaggattegg ggaagtttat 660 
ggttgcagga aagcagacac tggaaaaatg tatgeaatga aatgettaga taagaagagg 720 
atcaaaatga aacaaggaga aacattagee ttaaatgaaa gaatcatgtt gtctcttgtc 780 
agcacaggag actgtccttt cattgtatgt atgacctatg ccttccatac cccagataaa 840 
ctctgcttca tcctggatct gatgaaeggg ggcgatttgc actaccacct ttcacaacac 900 
ggtgtgttct ctgagaagga gatgcggttt tatgecactg aaatcattct gggtctggaa 960 
cacatgcaca atcggtttgt tgtctacaga gatttgaagc cagcaaatat tctcttggat 1020 
gaacatggac aegcaagaat atcagatctt ggtcttgect gegattttte caaaaagaag 1080 
cctcatgcga gtgttggcac ccatgggtac atggctcccg aggtgetgea gaaggggacg 1140 
gectatgaca geagtgeega ctggttctcc ctgggctgca tgcttttcaa acttctgaga 1200 
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ggtcacagcc ctttcagaca acataaaacc aaagacaagc atgaaattga ccgaatgaca 1260 
ctcaccgtga atgtggaact tccagacacc ttctctcctg aactgaagtc ccttttggag 1320 
ggcttgcttc agcgagacgt tagcaagcgg ctgggctgtc acggaggcgg ctcacaggaa 1380 
gtaaaagagc acagcttttt caaaggtgtt gactggcagc atgtctactt acaaaagtac 1440 
ccaccaccct tgattcctcc ccggggagaa gtcaatgctg ctgatgcctt tgatattggc 1500 
tcatttgatg aagaggatac caaagggatt aagctacttg attgcgacca agaactctac 1560 
aagaacttcc ctttggtcat ctctgaacgc tggcagcaag aagtaacgga aacagtttat 1620 
gaagcagtaa atgcagacac agataaaatc gaggccagga agagagctaa aaataagcaa 1680 
cttggccacg aagaagatta cgctctgggg aaggactgta ttatgcacgg gtacatgctg 1740 
aaactgggaa acccatttct gactcagtgg cagcgtcgct atttttacct ctttccaaat 1800 
agacttgaat ggagaggaga gggagagtcc cggagtgatc cagagtttgt gcagtggaag 1860 
aaagagttga acgaaacctt caaggaggcc cggcggctat tgcgtcgtgc cccgaagttc 1920 
ctcaacaaac ctcggtcagg tactgtggag ctcccaaagc catccctctg tcacagaaac 1980 
agcaacggcc tctagcaccc agaaacaggg agggtcctcg aggaggacac accagggtct 2040 
cagccttttg gggtgaacga ggatgaggca tctgatctat tcgctaccgg gactcctcca 2100 
ggctcccgag aggagtcggg acccttcggc ttggggtcag ctcagctccc tgccttgtca 2160 
catttgtctg cattagaaac tactgaagaa ataaaagttc tttttctttg ctacacactt 2220 
tggtacctat gaacctagaa cttgaagtga ctcctactta tcacgtaaat ttttatgtct 2280 
gatatcaaac acatcttaga ctccccagaa tggaatttaa agatgttcag tgttgggtaa 2340 
cagattgccc taagcattgc cacatattct gtctagtcgc tgctgatttt ctatgtcttt 2400 
gctccatact gcagggggat gggagagcca cagtgtgttt cttttgtgca cttcgcaact 2460 
gacttcttgt cctggggtta aaagttgaag atattttctg atgatattaa aagttgaaga 2520 
tatttctgca cttgggccct cctctgggag ccgcacccac atgactgccc tgcctctgac 2580 
cagtctgttc cggggccccc tcagccaggt gggaatgacg gacacgtact atccaagtgt 2640 
atgggattaa ctaatcattg aaggcattca tccgtccatc attggaaaga tttacagtga 2700 
ttctgaagga caggccgtgg agttttaggt ttcaggggca agagcagttt tcaaaagtct 2760 
ttgagtccag tgtgcacgag tcgacaagca gtacctggca tgcaggagca ctcatgggtg 2820 
agtccgtctc aggtctcgac aattagcagt tgtgtgacag tcattctggt tccttctgcc 2880 
tgaccctggg agacatatca gtaatggatg tacaaaagca ggtctgtttt atgtcttagt 2940 
ataatttcag atgaattgta ttgaaaaaat gctgaggaat gaatgtgtca aaatgggtta 3000 
actgtgtata ttgactttca tgtcgtcatg catctgtcat gaatgaatga tactttgcac 3060 
tgggctgtac gacagtgagg accttagggc atgaagcctt tttcctggtc ccagcagcat 3120 
ctgccctgtg aagtttgttt tctcccactg cctccaggcc ccactgatac ccccaaatag 3180 
atgctgggtt atgagaacca gcgaaatccc ccatgtcatc agtcttaaaa aaaaaatttt 3240 
acaaatccac gtatttgtcc cattcttgga gtagttttag tgtatgtctt tacattaact 3300 
actaacagta taaataactt gacatcgtaa ttgtctgcat cctgtccttg atatttt 3357 

<210> 57 

<211> 2036 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7517238CB1 

<400> 57 

aagattctta ggaacgccgt acctgccgcg tctctcagga cagcaggccc ctgtccttct 60 
gtcgggcgcc gctcagccgt gccctccgcc cctcaggttc tttttctaat tccaaataaa 120 
cttgcaagag gactatgaaa gattatgatg aacttctcaa atattatgaa ttacatgaaa 180 
ctattgggac aggtggcttt gcaaaggtca aacttgcctg ccatatcctt actggagaga 240 
tggtagctat aaaaatcatg gataaaaaca cactagggag tgatttgccc cggatcaaaa 3 00 
cggagattga ggccttgaag aacctgagac atcagcatat atgtcaactc taccatgtgc 3 60 
tagagacagc caacaaaata ttcatggttc ttgaggaaaa tttgctgttt gatgaatatc 420 
ataaattaaa gctgattgac tttggtctct gtgcaaaacc caagggtaac aaggattacc 480 
atctacagac atgctgtggg agtctggctt atgcagcacc tgagttaata caaggcaaat 540 
catatcttgg atcagaggca gatgtttgga gcatgggcat actgttatat gttcttatgt 600 
gtggatttct accatttgat gatgataatg taatggcttt atacaagaag attatgagag 660 
gaaaatatga tgttcccaag tggctctctc ccagtagcat tctgcttctt caacaaatgc 720 
tgcaggtgga cccaaagaaa cggatttcta tgaaaaatct attgaaccat ccctggatca 780 
tgcaagatta caactatcct gttgagtggc aaagcaagaa tccttttatt cacctcgatg 840 
atgattgcgt aacagaactt tctgtacatc acagaaacaa caggcaaaca atggaggatt 900 
taatttcact gtggcagtat gatcacctca cggctaccta tcttctgctt ctagccaaga 960 
aggctcgggg aaaaccagtt cgtttaaggc tttcttcttt ctcctgtgga caagccagtg 1020 
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ctaccccatt cacagacatc aagtcaaata 
ataaaaatta tgtggcggga ttaatagact 
gtgctgctac tccccgaaca tcacagttta 
aatctaaatc attaactcca gccttatgca 
aaaatgtata tactcctaag tctgctgtaa 
caaagactcc agttaataag aaccagcata 
acactacacc ctcaaaagct agaaaccagt 
taaattcaac aggaacagac aagttaatga 
gctcagtgga attggatctc aaccaagcac 
ccaaagtgtt tgggagcctt gaaagggggt 
gcaaaaggaa gggttctgcc agagacgggc 
ctacaactag attagtgaat ccagatcaac 
agaagcatgt tgactttgta caaaagggtt 
ttgggaaagt gacaatgcaa tttgaattag 
tgggtatcag gaggcagcgg cttaagggcg 
acatcctatc tagctgcaag gtataattga 
ggtgtgatac agcctacata aagactaaga 

<210> 58 

<211> 2541 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7518685CB1 

<400> 58 

ccgcagtgtg ctggaattcg cttttcctca 
agcatggacc aaagagaaat tctgcagaag 
actaaagagg agtttgccaa tgaatttctg 
gcagacaaaa cctatcctac aactgtggct 
tataaggata ttttgcccta tgattatagc 
gaggattcca gctacatcaa tgccaacttc 
attgccaccc agggtccttt atctacaacc 
tatagtgtcc ttgaaactcg aactatctac 
gatgtacctt catctataga ccctattctt 
gaggatgaca gtgttcccat atgcattcac 
atttgtgcta ttgattatac atggatgttg 
agtgttttca gtttgatccg ggaaatgcgg 
gaacaatatg aactggtcta caatgctgta 
atcagagata aacattctgg aacagagagt 
cacactctcc aagcagactc ttattctcct 
aaaatgatga accaacaaag gacaaaaatg 
aggacttctg aaataagtgc aaaagaagag 
tcttttgact ttctggagct aaattacagt 
tggcagacaa aggcatttcc aatagttggg 
ttgggctctc ttttgtttga gggatgttct 
tattttaatt caaaggtgcc aataacacgg 
cagagagaaa ccaaggaggt ggacagcaag 
catgattctt gttttgtaga gatgcaggct 
ctgaattatt cactgccata tgactctaaa 
caccatgact ctagtgctct tggtgtatat 
ttttcatcat ggcctccaag tggtaccagt 
cgagatggca ctgtttttcc ttcttctctg 
tattacaatt cacatgattc tttatcactg 
aaccaggagt cagctgtact agcaactgct 
cttcctgtac ggacacctga atcatttatt 
aatgttccca atcccttatc ctcagctgtg 
ggtggaacat ctgaaccaaa gaaatttgat 
gtaaaactcc gaagtcctaa atcagaacta 
ctcccagaaa gaactctaga gtccttcttt 
tctatagaaa catattctac tagctatcct 
cagacactga agactcctgg aaaaagtttc 



attggagtct ggaagatgtg accgcaagtg 1080 
atgattggtg tgaagatgat ttatcaacag 1140 
ccaagtactg gacagaatca aatggggcgg 1200 
gaacacctgc aaataaatta aagaacaaag 1260 
agaatgaaga gtactttatg tttcctgagc 1320 
agagagaaat actcactacg ccaaatcgtt 1380 
gcctgaaaga aactccaatt aaaataccag 1440 
caggtgtcat tagccctgag aggcggtgcc 1500 
atatggagga gactccaaaa agaaagggag 1560 
tggataaggt tatcactgtg ctcaccagga 1620 
ccagaagact aaagcttcac tataatgtga 1680 
tgttgaatga aataatgtct attcttccaa 1740 
atacactgaa gtgtcaaaca cagtcagatt 1800 
aagtgtgcca gcttcaaaaa cccgatgtgg 1860 
atgcctgggt ttacaaaaga ttagtggaag 1920 
tggattcttc catcctgccg gatgagtgtg 1980 
gcgaattcgc agcacactga cgccgg 2036 



cctacttata gactattttt cttgctctgc 60 
ttcctggatg aggcccaaag caagaaaatt 120 
aagctgaaaa ggcaatctac caagtacaag 180 
gagaagccca agaatatcaa gaaaaacaga 240 
cgggtagaac tatccctgat aacctctgat 300 
attaagggag tttatggacc caaggcttat 3 60 
ctcctggact tctggaggat gatttgggaa 420 
cagtttcatt acgagaattg gccagaccat 480 
gagctcatct gggatgtacg ttgttaccaa 540 
tgcagtgctg gctgtggaag gactggtgtt 600 
ctaaaagatg ggataattcc tgagaacttc 660 
acacagaggc cttcattagt tcaaacgcag 720 
ttagaactat ttaagagaca gatggatgtt 780 
caagcaaagc attgtattcc tgagaaaaat 840 
aatttaccaa aaagtaccac aaaagcagca 900 
gaaatcaaag aatcttcttc ctttgacttt 960 
ctagttttgc accctgctaa atcaagcact 1020 
tttgacaaaa atgctgacac aaccatgaaa 1080 
gagcctcttc agaagcatca aagtttggat 1140 
aattctaaac ctgtaaatgc agcaggaaga 1200 
accaaatcaa ctccttttga attgatacag 1260 
gaaaactttt cttatttgga atctcaacca 1320 
caaaaagtaa tgcatgtttc ttcagcagaa 1380 
caccaaatac gtaatgcctc taatgtaaag 1440 
tcttacatac ctttagtgga aaatccttat 1500 
tctaagatgt ctcttgattt acctgagaag 1560 
ttgccaacat cctctacatc cctcttctct 1620 
aattctccaa ccaatatttc ctcactattg 1680 
ccccggatag atgatgaaat cccccctcca 1740 
gtggttgagg aagctggaga attctcacca 1800 
aaggtaaaaa ttggaacatc actggaatgg 1860 
gactctgtga tacttagacc aagcaagagt 1920 
catcaagatc gttcttctcc cccacctcct 1980 
cttgccgatg aagattgtat gcaggcccaa 2040 
gacaccatgg aaaattcaac atcttcaaaa 2100 
acaaggagta agagtttgaa aattttgcga 2160 
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aacatgaaaa agagtatctg 
tcaaataact ccagctcatt 
ggaccaagga atccaccacc 
tgggctgcaa gtacacctgc 
ctatatgcat aatatcaaat 
gcaaaatgcc aataagtgcc 
gcaaataaaa gtttgtcact 

<210> 59 
<211> 2611 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 7520192CB1 

<400> 59 

atatacgaag actttgtgtg gacagtaatg acctcacgtt* tccgattgcc tgctggcaga 60 
acctacaatg tacgagcatc agagttggcc cgagacagac agcatactga agtggtttgc 120 
aacatccttc ttctggataa cactgtacaa gccttcaaag tcaataaaca tgatcagggg 180 
caagtcttgt tggatgtcgt cttcaagcat ctagatttga ctgagcagga ctattttggt 240 
ttacagttgg ctgatgattc cacagataac ccaaggtggc tggatccaaa caaaccaata 300 
aggaagcagc taaagagagg atctccttac agtttgaact ttagagtcaa attttttgta 3 60 
agtgacccca acaagttaca agaagaatat acaagaggct tatctcctgc agaagcagaa 420 
tttaattacc taaacacagc acgtacctta gaactctatg gagttgaatt ccactatgca 480 
agggatcaga gtaacaatga aattatgatt ggagtgatgt caggaggaat tctgatttat 540 
aagaacaggg tacgaatgaa tacctttcca tggttgaaga ttgtaaaaat ttcttttaag 600 
tgcaaacagt tttttattca acttagaaaa gaattgatcc ccaagtaagc ccttggcacg 660 
gaaattaatg gattgggaag tagtaagcag aaattcaata tctgatgaca ggtfcagaaac 720 
acaaagtctt ccatcacgat ctccaccggg aactcctaat catcgaaatt ctacattcac 780 
gcaggaagga acccggttac gaccatcttc agttggtcat ttggtagacc atatggttca 840 
tacttcccca agcgaggtgt ttgtaaatca gagatctccg tcatcaacac aagctaatag 900 
cattgttctg gaatcatcac catcacaaga gacccctgga gatgggaagc ctccagcttt 960 
accacccaaa cagtcaaaga aaaacagttg gaaccaaatt cattattcac attcgcaaca 1020 
agatctagaa agtcatatta atgaaacatt tgatattcca tcttctcctg aaaaacccac 1080 
tcctaatggt ggtattccac atgataatct tgtcctaatc agaatgaaac ctgatgaaaa 1140 
tgggaggttt ggattcaatg taaagggagg atatgatcag aagatgcctg tgattgtgtc 1200 
tcgagtagca ccaggaacac ctgctgacct ctgtgtccct agactgaatg aaggggacca 1260 
agttgtactg atcaatggtc gggacattgc agaacacact catgatcagg ttgtgctgtt 1320 
tattaaagct agttgtgaga gacattctgg ggaactcatg cttctagttc gacctaatgc 1380 
tgtatatgat gtagtggaag aaaagctaga aaatgagcca gatttccagt atattcctga 1440 
gaaagcccca ctagatagtg tgcatcagga tgaccattcc ctgcgggagt caatgatcca 1500 
gctagctgag gggcttatca ctggaacagt cctgacacag tttgatcaac tgtatcggaa 1560 
aaaacctgga atgacaatgt cctgtgccaa attacctcag aatatttcca aaaatagata 1620 
cagagatatt tcgccttatg atgccacacg ggtcatttta aaaggtaatg aagactacat 1680 
caatgcgaac tatataaata tggaaattcc ttcttccagc attataaatc agtacattgc 1740 
ttgtcaaggg ccattaccac acacttgtac agatttttgg cagatgactt gggaacaagg 1800 
ctcctctatg gttgtaatgt tgaccgcaca agttgaacgt ggcagagtta aatgt caeca 1860 
atattggeca gaacccacag gcagttcatc ttatggatgc taccaagtta cctgccactc 1920 
tgaagaagga aacactgcct atatcttcag gaagatgacc ctatttaacc aagagaaaaa 1980 
tgaaagtcgt ccactcactc agatccagta catagectgg cctgaccatg gagtccctga 2040 
tgattcgagt gactttctag attttgtttg tcatgtacga aacaagaggg ctggcaagga 2100 
agaaccegtt gttgtccatt gcagtgctgg aateggaaga actggggttc ttattactat 2160 
ggaaacagee atgtgtctca ttgaatgcaa teagecagtt tatccactag atattgtaag 2220 
aacaatgaga gatcagegag ccatgatgat ccaaacacct agtcaataca gatttgtgtg 2280 
tgaagctatt ttgaaagttt atgaagaagg ctttgttaaa cccttaacaa catcaacaaa 2340 
taaataagaa agcaaaaaga tctgggatat gtgttggaaa actgctttcc cttatgttca 2400 
ctgtgccata atgetgeteg caggaaatgg cattttacaa aaaaaaatga agaactcaaa 2460 
aaaactttga aaacttcagc actgttgcac tttatgtttt aaaaaatgtc actctttcaa 2520 
aatctataac tcatgtattt gaagactgtt tcatgaagga cgattccagc acactgcgcc 2580 
gtaataacgt gcaggctcgc acgtgatgtt c 2611 

<210> 60 



taattcttgc ccaccaaaca 
tctgaatttt ggttttgcaa 
aacttggaat atttaataaa 
aaataaaact actagaatac 
atgaagatat gctaatgtgt 
agttttgcat tttcatatca 
t 



agectgeaga atctgttcag 2220 
acegttttte aaaacccgaa 2280 
actccagatt tataataata 2340 
tgctagttaa aataagtgct 2400 
taatagcttt taaaagaaaa 2460 
tttgcattga gttgaaaact 2520 

2541 
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<211> 5216 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7520428CB1 

<400> 60 

tactccagtg tgagggcaaa aacttgagta gccaggagaa tgatgaaacg gaggcgagag 60 
agactgggag caccatgtct gcggattcaa atctctaccc tttgccgagg agctgaagta 120 
aaccagcaca tgttttcacc cacatctgct ccagccctct tcctcactaa agtcccattt 180 
agtgctgatt gtgctttggc tacttctcct cttgccattt tcctgaacct acgagcccac 240 
agcagtcctg gcactccttg ttccagccgc ccactgccgt ggagttgtcg gacaagtaac 300 
cgcaagagct tgattgtgac ctctagcaca tcacctacac taccacggcc acactcacca 360 
ctccatggcc acacaggtaa cagtcctttg gacagccccc ggaatttctc tccaaatgca 420 
cctgctcact tttcttttgt tcctgcccgt aggactgatg ggcggcgctg gtctttggcc 480 
tctttgccct cttcaggata tggaactaac actcctagct ccactgtctc atcatcatgc 540 
tcctcacagg aaaagctgca tcagttgcct ttccagccta cagctgatga gctgcacttt 600 
ttgacgaagc atttcagcac agagagcgta ccagatgagg aaggacggca gtccccagcc 660 
atgcggcctc gctcccggag cctcagtccc ggacgatccc cagtatcctt tgacagtgaa 720 
ataataatga tgaatcatgt ttacaaagaa agattcccaa aggccaccgc acaaatggaa 780 
gagcgactag cagagtttat ttcctccaac actccagaca gcgtgctgcc cttggcagat 840 
ggagccctga gctttattca tcatcaggtg attgagatgg cccgagactg cctggataaa 900 
tctcggagtg gcctcattac atcacaatac ttctacgaac ttcaagagaa tttggagaaa 960 
cttttacaag atgctcatga gcgctcagag agctcagaag tggcttttgt gatgcagctg 1020 
gtgaaaaagc tgatgattat cattgcccgc ccagcacgtc tcctggaatg cctggagttt 1080 
gaccctgaag agttctacca ccttttagaa gcagctgagg gccacgccaa agagggacaa 1140 
gggattaaat gtgacattcc ccgctacatc gttagccagc tgggcctcac ccgggatccc 1200 
ctagaagaaa tggcccagtt gagcagctgt gacagtcctg acactccaga gacagatgat 1260 
tctattgagg gccatggggc atctctgcca tctaaaaaga caccctctga agaggacttc 1320 
gagaccatta agctcatcag caatggcgcc tatggggctg tatttctggt gcggcacaag 1380 
tccacccggc agcgctttgc catgaagaag atcaacaagc agaacctgat cctacggaac 1440 
cagatccagc aggccttcgt ggagcgtgac atactgactt tcgctgagaa cccctttgtg 1500 
gtcagcatgt tctgctcctt tgataccaag cgccacttgt gcatggtgat ggagtacgtt 1560 
gaagggggag actgtgccac tctgctgaag aatattgggg ccctgcctgt ggacatggtg 1620 , 
cgtctatact ttgcggaaac tgtgctggcc ctggagtact tacacaacta tggcatcgtg 1680 
caccgtgacc tcaagcctga caacctccta attacatcca tggggcacat caagctcacg 1740 
gactttggac tgtccaaaat gggcctcatg agtctgacaa cgaacttgta tgagggtcat 1800 
attgaaaagg atgcccggga attcctggac aagcaggtat gcgggacccc agaatacatt 1860 
gcgcctgagg tgatcctgcg ccagggctat gggaagccag tggactggtg ggccatgggc 1920 
attatcctgt atgagttcct ggtgggctgc gtcccttttt ttggagatac tccggaggag 1980 
ctctttgggc aggtgatcag tgatgagatt gtgtggcctg agggtgatga ggcactgccc 2040 
ccagacgccc aggacctcac ctccaaactg ctccaccaga accctctgga gagacttggc 2100 
acaggcagtg cctatgaggt gaagcagcac ccattcttta ctggtctgga ctggacagga 2160 
cttctccgcc agaaggctga atttattcct cagttggagt cagaggatga tactagctat 2220 
tttgacaccc gctcagagtg ataccaccac atggactcgg aggatgagga agaagtgagt 2280 
gaggatggct gccttgagat ccgccagttc tcttcctgct ctccaaggtt caacaaggtg 2340 
tacagcagca tggagcggct ctcactgctc gaggagcgcc ggacaccacc cccgaccaag 2400 
cgcagcctga gtgaggagaa ggaggaccat tcagatggcc tggcagggct caaaggccga 2460 
gaccggagct gggtgattgg ctcccctgag atattacgga agcggctgtc ggtgtctgag 2520 
tcgtcccaca cagagggtga ctcaagccct ccaatgacag tgcgacgccg ctgctcaggc 2580 
ctcctggatg cgcctcggtt cccggagggc cctgaggagg ccagcagcac cctcaggagg 2640 
caaccacagg agggtatatg ggtcctgaca cccccatctg gagagggggt atctgggcct 2700 
gtcactgaac actcagggga gcagcggcca aagctggatg aggaagctgt tggccggagc 2760 
agtggttcca gtccagctat ggagacccga ggccgtggga cctcacagct ggctgaggga 2820 
gccacagcca aggccatcag tgacctggct gtgcgtaggg cccgccaccg gctgctctct 2880 
ggggactcaa cagagaagcg cactgctcgc cctgtcaaca aagtgatcaa gtccgcctca 2940 
gccacagccc tctcactcct cattccttcg gaacaccaca cctgctcccc gttggccagc 3000 
cccatgtccc cacattctca gtcgtccaac ccatcatccc gggactcttc tccaagcagg 3060 
gacttcttgc cagcccttgg cagcatgagg cctcccatca tcatccaccg agctggcaag 3120 
aagtatggct tcaccctgcg ggccattcgc gtctacatgg gtgactccga tgtctacacc 3180 
gtgcaccata tggtgtggca cgtggaggat ggaggtccgg ccagtgaggc agggcttcgt 3240 
caaggtgacc tcatcaccca tgtcaatggg gaacctgtgc atggcctggt gcacacggag 3300 
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gtggtggagc tgatcctgaa gagtggaaac aaggtggcca tttcaacaac tcccctggag 3360 
aacacatcca ttaaagtggg gccagctcgg aagggcagct acaaggccaa gatggcccga 3420 
aggagcaaga ggagccgcgg caaggatggg caagaaagca gaaaaaggag ctccctgttc 3480 
cgcaagatca ccaagcaagc atccctgctc cacaccagcc gcagcctttc ttcccttaac 3540 
cgctccttgt catcagggga gagtgggcca ggctctccca cacacagcca cagcctttcc 3600 
ccccgatctc ccactcaagg ctaccgggtg acccccgatg ctgtgcattc agtgggaggg 3660 
aattcatcac agagcagctc ccccagctcc agcgtgccca gttccccagc cggctctggg 3720 
cacacacggc ccagctccct ccacggtctg gcacccaagc tccaacgcca gtaccgctct 3780 
ccacggcgca agtcagcagg cagcatccca ctgtcaccac tggcccacac cccttctccc 3840 
ccacccccaa cagcttcacc tcagcggtcc ccatcgcccc tgtctggcca tgtagcccag 3900 
gcccttccca caaagcttca cttgtcacct cccctgggca ggcaactctc acggcccaag 3960 
agtgcggagc caccccgttc accactactc aagagggtgc agtcggctga gaaactggca 4020 
gcagcacttg ccgcctctga gaagaagcta gccacttctc gcaagcacag ccttgacctg 4080 
ccccactctg aactaaagaa ggaactgccg cccagggaag tgagccctct ggaggtagtt 4140 
ggagccagga gtgtgctgtc tggcaagggg gccctgccag ggaagggggt gctgcagcct 4200 
gctccctcac gggccctagg caccctccgg caggaccgag ccgaacgacg ggagtcgctg 4260 
cagaagcaag aagccattcg tgaggtggac tcctcagagg acgacaccga gggagggcct 4320 
gagaacagcc agggtgcaca ggagctgagc ttggcacctc acccagaagt gagccagagt 43 80 
gtggccccta aaggagcagg agagagtggg gaagaggatc ctttcccgtc cagagaccct 4440 
aggagcctgg gcccaatggt cccaagccta ttgacaggga tcacactggg gcctcccaga 4500 
atggaaagtc ccagtggtcc ccacaggagg ctcgggagcc cacaagccat tgaggaggct 4560 
gccagctcct cctcagcggg ccccaaccta ggtcagtctg gagccacaga ccccatccct 4620 
cctgaaggtt gctggaaggc ccagcacctc cacacccagg cactaacagc actttctccc 4680 
agcacttcgg gactcacccc caccagcagt tgctctcctc ccagctccac ctctgggaag 4740 
ctgagcatgt ggtcctggaa atcccttatt gagggcccag acagggcatc cccaagcaga 4800 
aaggcaacca tggcaggtgg gctagccaac ctccaggatt tggaaaacac aactccagcc 4860 
cagcctaaga acctgtctcc cagggagcag gggaagacac agccacctag tgcccccaga 4920 
ctggcccacc catcttatga ggatcccagc cagggctggc tatgggagtc tgagtgtgca 4980 
caagcagtga aagaggatcc agccctgagc atcacccaag tgcctgatgc ctcaggtgac 5040 
agaaggcagg acgttccatg ccgaggctgc cccctcaccc agaagtctga gcccagcctc 51 00* 
aggaggggcc aagaaccagg gggccatcaa aagcatcggg atttggcatt ggttccagat 5160 
gagcttttaa agcaaacata gcagttgttt gccatttctt gcactcagac ctgtga 5216 

<210> 61 

<211> 2554 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522586CB1 

<400> 61 

ctgttttatg cgtcatcatc ccgcgcagac acaggaagtg ccgcacagag cgagcccctg 60 
tcgccttgag ttctgggcca gaggtcggct attatatcat cattaggcgt caacacagga 120 
agtgaggata cttctggcga gcgccggttg ctgtttcttc tcaggctcag ggaccggccg 180 
cggccccgta gggtgtttta actcaaatgg gtgatgaaaa ggactcttgg aaagtgaaaa 240 
ctttagatga aattcttcag gaaaagaaac gaaggaagga acaagaggag aaagcagaga 300 
taaaacgctt aaaaaattct gatgaccggg attccaagcg ggattccctt gaggaggggg 360 
agctgagaga tcactgcatg gagatcacaa taaggaactc cccgtataga agagaagact 420 ' 
caatggaaga cagaggagaa gaagatgatt ctttggccat caaaccaccc cagcaaatgt 480 
ctcggaaaga aaaagttcat cacagaaaag atgaaaagag aaaagaaaaa tggaccgctt 540 
ggagcagtta gaaaggaagc gggagcggga gcgcaagatg cgggagcagc agaaggagca 600 
gcgggagcag aaggagcgcg agcggcgggc ggaggagcgg cgcaaggagc gggaggcccg 660 
cagggaagtg tctgcacatc accgaacgat gagagaggac tacagcgaca aagtgaaagc 720 
cagccactgg agtcgcagcc cgcctcggcc gccgcgggag cggttcgagt tgggagacgg 780 
ccggaagcca gtaaaagaag agaaaatgga agaaagggac ctgctgtccg acttacagga 840 
catcagcgac agcgagagga agaccagctc ggccgagtcc tcgtcagcgg aatcaggctc 900 
aggttctgag gaagaagagg aggaggagga agaggaggag gaggaaggga gcaccagtga 960 
agaatcagag gaggaggagg aggaagagga agaggaggag gaggagaccg gcagcaactc 1020 
tgaggaggca tcagagcagt ctgccgaaga agtaagtgag gaagaaatga gtgaagatga 1080 
agaacgagaa aatgaaaacc acctcttggt tgttccagag tcacggttcg accgagattc 1140 
cggggagagt gaagaagcag aggaagaagt gggtgaggga acgccgcaga gcagcgccct 1200 
gacagagggc gactatgtgc ccgactcccc tgccctgtcg cccatcgagc tcaagcagga 1260 
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gctgcccaag tacctgccgg 
gaacaggatc gaggagggca 
tgaaattgtg gctctaaagc 
gtcgctgagg gagatcaaca 
agagattgtg gtgggcagca 
cgacctcaag agcctgatgg 
cctgatgatc cagctgctgc 
tgacctcaag acgtccaacc 
cgggctggcg cgggagtacg 
gtggtaccgc gccccagagc 
gtggtcagtg ggttgcatct 
gtcagaaatc gatcagatca 
ctggcccggc tacagcgagc 
caacaacctc cgcaagcgct 
caagttcctg acctacttcc 
gtatttccgc gagacccccc 
gagcgggcag cagcgtgtga 
ctacagccag ctgggtgacg 
ccagggggcc\ tctgccgcgg 
cccgtcatgg ggagaactca 
tgagactcgg aactcctcgt 
gtaaatttgt agaattaaat 

<210> 62 
<211> 2023 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc__feature 
<223> Incyte ID No: 7524017CB1 

<400> 62 

aggcccctgt ccttctgtcg ggcgccgctc agccgtgccc tccgcccctc aggttctttt 60 
tctaattcca aataaacttg caagaggact atgaaagatt atgatgaact tctcaaatat 120 
tatgaattac atgaaactat tgggacaggt ggctttgcaa aggtcaaact tgcctgccat 180 
atccttactg gagagatggt agctataaaa atcatggata aaaacacact agggtactgc 240 
cctggaggag agctgtttga ctatataatt tcccaggatc gcctgtcaga agaggagacc 300 
cgggttgtct tccgtcagat agtatctgct gttgcttatg tgcacagcca gggctatgct 360 
cacagggacc tcaagccaga aaatttgctg tttgatgaat atcataaatt aaagctgatt 420 
gactttggtc tctgtgcaaa acccaagggt aacaaggatt accatctaca gacatgctgt 480 
gggagtctgg cttatgcagc acctgagtta atacaaggca aatcatatct tggatcagag 540 
gcagatgttt ggagcatggg catactgtta tatgttctta tgtgtggatt tctaccattt 600 
gatgatgata atgtaatggc tttatacaag aagattatga gaggaaaata tgatgttccc 660 
aagtggctct ctcccagtag cattctgctt cttcaacaaa tgctgcaggt ggacccaaag 720 
aaacggattt ctatgaaaaa tctattgaac catccctgga tcatgcaaga ttacaactat 780 
cctgttgagt ggcaaagcaa gaatcctttt attcacctcg atgatgattg cgtaacagaa 840 
ctttctgtac atcacagaaa caacaggcaa acaatggagg atttaatttc actgtggcag 900 
tatgatcacc tcacggctac ctatcttctg cttctagcca agaaggctcg gggaaaacca 960 
gttcgtttaa ggctttcttc tttctcctgt ggacaagcca gtgctacccc attcacagac 1020 
atcaagtcaa ataattggag tctggaagat gtgaccgcaa gtgataaaaa ttatgtggcg 1080 
ggattaatag actatgattg gtgtgaagat gatttatcaa caggtgctgc tactccccga 1140 
acatcacagt ttaccaagta ctggacagaa tcaaatgggg tggaatctaa atcattaact 1200 
ccagccttat gcagaacacc tgcaaataaa ttaaagaaca aagaaaatgt atatactcct 1260 
aagtctgctg taaagaatga agagtacttt atgtttcctg agccaaagac tccagttaat 1320 
aagaaccagc ataagagaga aatactcact acgccaaatc gttacactac accctcaaaa 1380 
gctagaaacc agtgcctgaa agaaactcca attaaaatac cagtaaattc aacaggaaca 1440 
gacaagttaa tgacaggtgt cattagccct gagaggcggt gccgctcagt ggaattggat 1500 
ctcaaccaag cacatatgga ggagactcca aaaagaaagg gagccaaagt gtttgggagc 1560 
cttgaaaggg ggttggataa ggttatcact gtgctcacca ggagcaaaag gaagggttct 1620 
gccagagacg ggcccagaag actaaagctt cactataatg tgactacaac tagattagtg 1680 
aatccagatc aactgttgaa tgaaataatg tctattcttc caaagaagca tgttgacttt 1740 
gtacaaaagg gttatacact gaagtgtcaa acacagtcag attttgggaa agtgacaatg 1800 
caatttgaat tagaagtgtg ccagcttcaa aaacccgatg tggtgggtat caggaggcag 1860 



ccctgcaggg ctgccggagc 
cctatggagt ggtctacaga 
ggctgaagat ggagaaggag 
ccatcctcaa ggcccagcat 
acatggacaa gatctacatc 
agaccatgaa acagcccttc 
STtggggtgaa acacctgcac 
tgctgctgag ccacgctggc 
gatcccctct gaaggcctac 
tgctgcttgg tgccaaggaa 
tcggggagct gctgactcag 
acaaggtgtt caaggatctg 
tcccagcagt caagaagatg 
tcggggctct gctctcagac 
ccgggaggag gatcagcgct 
tccccatcga cccctccatg 
agcggggcac cagcccgagg 
acgacctgaa ggagacgggc 
gccccggctt cagcctcaag 
gccgggacca caggcgtggc 
cttactttgt gctccatgtt 
cattttcctt gttg 



gtcgaggagt tccagtgcct 1320 
gcaaaagaca agaaaacaga 1380 
aaggagggct tcccgatcac 1440 
cccaacatcg tcaccgttag 1500 
gtgatgaact atgtggagca 1560 
ctgccagggg aggtgaagac 1620 
gacaactgga tcctgcaccg 1680 
atcctcaagg tgggtgactt 1740 
accccggtcg tggtgaccct 1800 
tactccacgg ccgtggacat 1860 
aagcctctgt tccccgggaa 1920 
gggaccccta gtgagaaaat 1980 
accttcagcg agcaccccta 2040 
cagggcttcg acctcatgaa 2100 
gaggacggcc tcaagcatga 2160 
ttccccacgt ggcccgccaa 2220 
ccccctgagg gaggcctggg 2280 
ttccacctta ccaccacgaa 2340 
ttctgaaggt cagagtggac 2400 
tactgcggct ggagctgcga 2460 
ttgtttttgt attttggttt 2520 

2554 
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cggcttaagg gcgatgcctg ggtttacaaa agattagtgg aagacatcct atctagctgc 1920 
aaggtataat tgatggattc ttccatcctg ccggatgagt gtgggtgtga tacagcctac 1980 
ataaagactg ttatgatcgc tttgatttta aagttcattg gaa ~ 2023 

<210> 63 

<211> 1129 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7525773CB1 



<400> 63 

taggattccc aggagccatg ttgtcagaag 
tccttcatgg agaacatgcc gtggtacatg 
tgagaacatt cctccggctt caaccccaca 
acattggtat caagcgggcc tgggatgtgg 
tggagcaagg tgatgtcaca acacccacct 
caggcttgcc tgacgactgt gctgtcaccg 
tatacctgtc catctgccgg aagcagaggt 
agtgggcctt ccaaggggag agaatgattc 
acagcacctg gggaggagcc ctccgatacc 
cgccagctct ccagatcctg ctgaccaacg 
tggctggcgt cagaaacagg ctgctcaagt 
caatagatgc catctccctg gagtgtgagc 
ccccggagca gtacctcgtg ctggaagagc 
ccctcggcgt gggccacgcc tctctggacc 
ttcacagcaa gctgactggc gcaggcggtg 
gtatcccggg gggctggagc agccagaagt 
tggctttgac tgcttggaaa ccagcatcgg 
ctccctggac agccgagtcc agcaagccct 
gcagccccac ccagatgccc ctttctggat 

<210> 64 
<211> 687 
<212> DNA 

<213> Homo sapiens 



fccctactggt gtctgctccg gggaaagtca 60 
gcaaggtagc actggctgta tccttgaact 120 
gcaatgggaa agtggacctc agcttaccca 180 
ccaggcttca gtcactggac acaagctttc 240 
cagagcaagt ggagaagcta aaggaggttg 3 00 
agcgcctggc tgtgctggcc tttctttact 360 
ggaccaagga ggatttggag ctaattaaca 420 
acgggaaccc ctccggagtg gacaatgctg 480 
atcaagggaa gatttcatcc ttaaagaggt 540 
ccaaagtccc tcgcaatacc agggcccttg 600 
tcccagagat cgtggccccc ctcctgacct 660 
gcgtgctggg agagatgggg gaagccccag 720 
tcattgacat gaaccagcac catctgaatg 780 
agctctgcca ggtgaccagg gcccgcggac 840' 
gtggctgtgg catcacactc ctcaagccag 900 
ggaggccacg aagcaggccc tgaccagctg 960 
tgcccccggc gtctccatcc actcagccac 1020 
ggatggcctc tgagaggagc ccacgacact 1080 
tattctgggg gctgcagta 1129 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7525861CB1 



<400> 64 

tatgggaaca 

ggaaatgact 

gaaaacacac 

tctcttcgga 

ggcagtgatc 

gaggatgagg 

aaaattgttt 

tttcatgagc 

tatgatatca 

caacgttctg 

gaagttcttc 

aattaccaag 



acatgtcttc 
ctgaagcaga 
ctagatcaaa 
atttcccaca 
ccagcatgtg 
aggctgcagg 
ctgaaggaga 
agacagccat 
tgcaggaatt 
gcatggttca 
ggaaacttct 
tgggtttgca 



acctaggggc 
agacttgaat 
ggtttttgaa 
taatgattat 
gacagccaga 
gccatcacag 
actagatcag 
caaggattgt 
tatgttcaac 
aacgaaggag 
gactttggat 
cctccta 



tttagagcag 
ttcagggaga 
aataaagtta 
gaggatgttt 
ggccccttca 
gctctctccc 
ttggctcaga 
ttgaaaatcc 
atcatggata 
cagtatcact 
taagaaagac 



agcctgtaaa 
ctttgccttc 
attcagagaa 
ttgaagagcc 
gaagaggcag 
ctctactttc 
ttcggccatt 
ttgaggaaaa 
tagtggccca 
tttgttacga 
ttctgttgcc 



cgattatgag 
atcaagtcag 
ggtaaaactt 
ttcagaaagt 
gtggagcagt 
tgatacgcgc 
aatattcaat 
aacagcagcg 
aatgagagaa 
tattgtgctt 
tctcacttga 



<210> 65 
<211> 3912 
<212> DNA 

<213> Homo sapiens 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

687 



<220> 

<221> miscLjEeature 
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<223> Incyte ID No: 2509577CB1 
<400> 65 

gaagaattgt cggcattggc ctggccagcg 
ggaaaaccaa cggtgcagct ggccgcggtg 
agcttttgct tataaaagga atgcgatgtt 
tgatcaagat aaaaaggtga agaccacaga 
catcagggac tattcagatc ttaaaagact 
acaacagctt ccagccatta acttcgatag 
cgccatcagg gcgggtggac acagagctcg 
tgaacttgaa aattttagta taaactacaa 
gcgtaaacta tttcaggaga tctttaccgc 
gtgggttaat cgagccccat ctattcattt 
aatgagggat ccatgttatc aggaaatact 
tcagtatatg gagattgtag ccaatgagta 
ggacaagctg gtcaacatga catatatttt 
agaatgggtc accacaagtg gagcccacaa 
tactaatgtt ctattgggtt cccttctggc 
tagggagaag ataagtgaac tcaacattgt 
tgacttgctt tctaaaagac taacagcgga 
ggtgaaagag caggtgaagc tctatgaggg 
tgaccacttg aagctcctct ggagcattgt 
tgagaccagc gtggaaattc gcatttgggg 
aggagacaga aattttgttt ctgatcactc 
tgcaggccga atccagcagc ttcatttatc 
aaatactttc tcacttcaag cagcctgctg 
caccaatgcc caccaggtgg ttcaggaaaa 
accaaataag caaaagaatg cagcaaaaag 
cttgagattt ctcttcagta tggaaagaaa 
agacttgttt gagatcttca ttgacatagg 
agaattggta tccaagctga atttattagt 
tattgaaagc attaatcaga acaaagctcc 
ggatcatctt ggaagtggag cttttggctg 
aaatctttta gcaatgaaag aggtcaattt 
agatcgagac agcagcgtaa ggaatattgt 
ttatcatccc aacattgtac gttattacaa 
agttatggag ctgatagaag gagccccgct 
acatcaccat tttactgaag aaagactatg 
tcgatactta cacaaggaga agaggattgt 
gttgggggat aaggacaaag taacagttac 
aaacagtaaa ctcacgtctg tggttggaac 
gagtgagccg tatggggaga aggctgatgt 
ggcgactttg agtcccccct tctacagcac 
ggaggcggta tatgaaccag tgccagaagg 
cagcaggtgc ctcactcctg atgcggaagc 
gatatcagat gtcatgatga aatatttaga 
aaagaagcta gaacgggaac gaagacgcac 
caccgtcaca tgtcaccatg agctggctgt 
tttgagtagc agcagcagtg gagcagccag 
cctgccccct gaaggcttcc aggcctccta 
aatcctgtca gatgataact tcaacctgga 
agatgatgaa ttggacattt cggataactc 
atctacattc aacattttaa agagaagttt 
aacaagggac ttcactggag gaacaggatc 
attcttgtgg caagcatcag caggaattgc 
tgatcctatt cagcagatat taattcagct 
tccagctttg caccacaatt tgaaaagaag 
cagccagcag agtaaccctt gtaatttgaa 
tccagaaccg attgagccca actttttcac 
cggtggaaac agcctgtccc caaatgaccc 
ggaaggaata acatatgaac agatgcagac 
ctattacaat tttacatcta acaggtatca 
aaccaaaaga tgaaaatgct gcattttgag 
tctggacttc agccgctatt gcaagatgcc 



ctggttggtg gcctggagga ggatttgatt 60 
tccctgagaa aagtcagaaa tggccaatga 120 
aattctgggg cattgatgtt ttacaatgcc 180 
aaaatcaact gataaacagc aagaaatcac 240 
tcggtgcctt ttgaacgtcc aatcaagcaa 300 
tgcccaaaat agcatgacga agtctgagcc 360 
gggtcagtgg catgaatcca cagaagctgt 420 
gaatgagaga aatttcagca aacatcctca 480 
cttggtgaaa aatagactca taagcagaga 540 
tctgagagtg ttaatctgtc tgaggctact 600 
ccatagcttg ggtgggattg aaaacctagc 660 
cctcggctat ggagaagagc agcacactgt 720 
tcaaaaactt gctgcagtca aagatcaaag 780 
gacattagta aatttacttg gtgcccgaga 840 
tctggctagt ttagcagaaa gtcaagaatg 900 
agaaaatctg ttgatgattt tacatgaata 960 
gttgctgcgc ctactttgtg cagagcccca 1020 
gataccggtc ctcctcagtc tgctccactc 1080 
ctggattctg gtacaggttt gtgaggaccc 1140 
aggcatcaaa cagcttcttc atattttaca 1200 
ctccattgga agcctgtcca gtgcaaatgc 1260 
agaagacttg agccctaggg aaatacaaga 1320 
tgctgccctc actgagctgg tgctcaatga 1380 
tggtgtatat acaatagcaa aattaatttt 1440 
taatctatta cagtgttatg ctttcagagc 1500 
cagaccactc tttaaaagac ttttccccac 1560 
gcattatgta cgtgatatca gtgcttatga 1620 
ggaggatgaa ctgaagcaaa ttgctgaaaa 1680 
tttgaaatat ataggcaact atgcaatttt 1740 
tgtttacaag gttagaaagc atagtggtca 1800 
acataaccca gcatttggaa aggataagaa 1860^ 
ttctgaatta acaataatta aagagcagct 1920 
aacatttctg gaaaacgata ggttgtacat 1980« 
tggagagcat ttcagttctt tgaaggaaaa 2040. 
gaaaatattt atacagctgt gcttagctct 2100* 
ccatagagat ctgacaccaa acaacattat 2160 
tgactttggc ctggcaaagc aaaaacaaga 2220 
aatcctgtat tcttgccccg aggtactgaa 2280 
ctgggcagta ggctgcatcc tttatcagat 2340 
taacatgctg tccttggcta caaaaatagt 2400 
tatctactct gaaaaagtaa cagacaccat 2460 
tcgtccagat attgtagaag tcagttcgat 2520 
caacttatct acatcccagt tgtccttgga 2580 
acaaaggtat tttatggaag ccaaccggaa 2640 
tctatctcac gagacctttg agaaggcaag 2700 
cctgaaaagt gaactttcag aaagcgcaga 2760 
tggtaaagac gaagacaggg cctgtgacga 2820 
aaatgctgag aaagatacat attcagaggt 2880 
cagcagctcc agttcaagcc ctctgaaaga 2940 
tagtgcttca ggaggagaaa gacaatccca 3 000 
aagaccaaga ccagggccac agatgggcac 3060 
tgtgtcccag aggaaagtgc gtcagatcag 3120 
gcacaaaata atctatatca cacagcttcc 3180 
ggttatagag agattcaaga aatccctctt 3240 
atctgaaatt aaaaagttat ctcagggatc 33 00 
agcagattac catttattac atcgttcatc 3360 
tacaggttta ccaaccagca ttgaattgga 3420 
tgtgattgaa gaagtccttg aggaaagtgg 3480 
ttcctatcca tgggggacca agaatcaccc 3540 
tggacttgat tttctcagtg aagttcaagt 3600 
caaggattgg gtgctgctag agggtgtgga 3660 
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aaagaccaag atgccatggg gcctgcagga cttctttctg ggggtcctgt gctggagtat 3720 
atgacagctg cggtacttga gggcttcatt gccagaacac attatataca ggatgtcaga 3780 
gctaccagtg tgctgctggg agaaaatgct gcaaaattca tcttttggag ggtgggggga 3840 
aaacccaaaa acaacaacaa aaaaactctc ttacagaatt ttccttaaca ttaaaaaaaa 3900 
cttgtcatat tt 3912 

<210> 66 

<211> 3229 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7505222CB1 

<400> 66 

gtagcataaa gaggaaatag aaggaaagca ataagtaaga aagtacatat ttcaatctga 60 
aaatgcttgg cactactacc cttggaaaat gtagagaagt agccagtagc cgcgcctggg 120 
gagtcgcctg aacgtgacgg cagcaaatgc agattgttgg gtctccggga ccaggagcag 180 
cgtggccagt gaagcgcgtg gttttcccaa atggtgaaca attcttgtta tctgtggcca 240 
caaagaaagt tatttgtctc tgtcttggca aggctgggag gaaagtttta gctaagaaac 300 
tcagcccatt ggagaccatg gataagtacg atgtgattaa ggccatcggg caaggtgcct 360 
tcgggaaagc atacttagct aaagggaaat cagatagcaa gcactgtgtc ataaaagaga 420 
tcaattttga aaagatgccc atacaagaaa aagaagcttc aaagaaagaa gtgattcttc 480 
tggaaaagat gaaacatccc aacattgtag ccttcttcaa ttcatttcaa gagaatggca 540 
ggctgtttat tgtaatggaa tattgtgatg gaggggatct catgaaaagg atcaatagac 600 
aacggggtgt gttatttagt gaagatcaga tcctcggttg gtttgtacag atttctctag 660 
gactaaaaca tattcatgac aggaagatat tacacaggga cataaaagct cagaacattt 720 
ttcttagcaa gaacggaatg gtggcaaagc ttggggactt tggtatagca agagtcctga 780 
ataattccat ggaacttgct cgaacttgta ttggaacacc ttactacctg tccccagaga 840 
tctgtcagaa taaaccctac aacaataaaa cggatatttg gtctcttggc tgtgtcttat 900 
atgagctctg cacacttaaa catccttttg agggtaacaa cttacagcag ctggttctga 960 
agatttgtca agcacatttt gccccaatat ctccggggtt ttctcgtgag ctccattcct 1020 
tgatatctca gctctttcaa gtatctcctc gagaccgacc atccataaat tccattttga 1080 
aaaggccctt tttagagaat cttattccca aatatttgac tcctgaggtc attcaggaag 1140 
aattcagtca catgcttata tgcagagcag gagcgccagc ttctcgacat gctgggaagg 1200 
tggtccagaa gtgtaaaata caaaaagtga gattccaggg aaagtgccca ccaagatcaa 1260 
ggatatctgt gccaattaaa aggaatgcta tattgcatag aaatgaatgg agaccaccag 1320 
ctggagccca gaaggccaga tctataaaaa tgatagaaag acccaaaatt gctgctgtct 13 80 
gtggacatta tgattattat tatgctcaac ttgatatgct gaggaggaga gcccacaaac 1440 
caagttatca ccctattcct caagaaaata ctggagttga ggattacggt caggaaacga 1500 
ggcatggtcc atccccaagt caatggcctg ctgagtacct tcagagaaaa tttgaagctc 1560 
aacaatataa gttgaaagtg gagaagcaat tgggtcttcg tccatcttct gccgagccaa 1620 
attacaacca gagacaagag ctaagaagta atggagaaga gcctagattc caggagctgc 1680 
catttaggaa aaacgaaatg aaggaacagg aatattggaa gcagttagag gaaatacgcc 1740 
aacagtacca caatgacatg aaagaaatta gaaagaagat ggggagagaa ccagaggaga 1800 
actcaaaaat aagtcataaa acctatttgg tgaagaagag taacctgcct gtccatcaag 1860 
atgcatctga gggagaagca cctgtgcagg acattgaaaa agacttgaaa caaatgaggc 1920 
ttcagaacac aaaggaaagt aaaaatccag aacagaaata taaagctaag ggggtaaaat 1980 
ttgaaattaa tttagacaaa tgtatttctg atgaaaacat cctccaagag gaagaggcaa 2040 
tggatatacc aaatgaaact ttgacctttg aggatggcat gaagtttaag gaatatgaat 2100 
gtgtaaagga gcatggagat tatacagaca aagcatttga aaaacttcac tgcccagaag 2160 
cagggttttc cacgcagact gtagctgctg tgggaaacag gaggcagtgg gatggaggag 2220 
cgcctcagac tctgctgcag atgatggcag tggccgacat cacctccacc tgccccacgg 2280 
ggcctgacaa tggccaagtt attgtgattg aaggcattcc aggaaacagg aaacagtggc 2340 
ggcatgaagc tccaggaact ttaatgagtg ttttggcagc agcacatcta acgagtagct 2400 
cattttctgc cgatgaagaa tttgcaatgg gaacattaaa acaatggcta cccaaagaag 2460 
aagatgaagg gaaggtagaa atggtctctg gcattgaagt agatgaggaa caactagaac 2520 
caagatctga tgatgatgat acaaattttg aagaatctga agatgagttg agagatgaag 2580 
tagtagaata cttagaaaaa ctcgctactt tcaaagggga agaaaaaaca gaagaggcct 2640 
ccagtacctc taaggactct agaaagtcaa gagaaagaga ggggataagt atgcagaaat 2700 
ctgaagaatt aagggagggc ttggagaata tttctactac atctaatgac cacatttgta 2760 
ttactgatga agaccaagga acatcaacaa ccagtcaaaa tatacaagtg tgattattgt 2820 
actttttctt aagtaataag ttagtgtcta ttacctatag tatttatttg ggtacaagtc 2880 
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ataaatgctc atttactgta agggttttct agtaatctca aggatttatt aatttttctt 2940 
tcaatttagg aagtagaact tttgaatata gccattaata tttttacttt aaagtttcta 3000 
ttaagaaatc ttaggccggg cagtctcatc actttgggag gccaaggcag gcagatcatg 3060 
aggtcaggag ttgagaccag tccaaccaac atggtgaaac cccgtctcta ctaaaaatac 3120 
aaaattagct gggcatggtg gtgcatgcct gtaatcccag ttacttggga ggctgaggca 3180 
ggagaatcac ctgaacccag gagatggaag ttgcaagtga gccgagatg 3229 

<210> 67 

<211> 2100 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 7524408CB1 

<400> 67 

tagagcattg ccttgttgct gacctttcag tatggggagg attggcatct cctgtctttt 60 
tcctgcttct tggcatttta gcatatctcc agtagggtgt cctcgaattc tgaataccaa 120 
tttacgccaa attatggtca ttagtgtcct ggctgctgct gtttcacttt tatatttttc 180 
tgttgtcata atccgaaata agtatgggcg actaaccaga gacaagaaat ttcaaaggta 240 
cctggcacga gttaccgaca ttgaagctac agacaccaat aaccccaatg tgaactatgg 300 
gatcgtggtg gactgtggta gcagtgggtc tcgagtattt gtttactgct ggccaaggca 3 60 
taatggcaat ccacatgatc tgttggatat caggcaaatg agggataaaa accgaaagcc 420 
agtggtcatg aagataaaac cgggcatttc agaatttgct acctctccag agaaagtcag 480 
tgattacatt tctccacttt tgaactttgc tgcagagcat gtgccacggg caaaacacaa 540 
agagacacct ctctacattc tctgcacggc tggaatgaga atcctccccg aaagccagca 600 
gaaagctatt ctggaagacc ttctgaccga tatccccgtg cactttgact ttctgttttc 660 
tgactctcat gcagaagtaa tttctgggaa acaagaaggt gtgtatgctt ggattggcat 720 
taattttgtc cttggacgat ttgagcatat tgaagatgat gatgaggccg ttgtggaagt 780 
taacattcct ggaagtgtaa gcagcgaagc cattgtccgt aaaaggacag cgggcattct 840 
cgacatgggc ggcgtgttga ctcagatagc gtacgaagtc cccaaaactg caagctttgc 900 
gtcctcacag caggaagaag tagctaaaaa cttgttagct gaatttaact tgggatgtga 960 
tgttcaccaa actgagcatg tgtatcgagt ctatgtggcc acgttttttg ggtttggtgg 1020 
caatgctgct cgacagagat acgaagacag aatatttgcc aacaccattc aaaagaacag 1080 
gctcctgggt aaacagactg gtctgactcc tgatatgccg tacttggacc cctgcctacc 1140 
cctagacatt aaagatgaaa tccagcaaaa tggacaaacc atatacctac gagggactgg 1200 
agactttgac ctgtgtcgag agactatcca gcctttcatg aataaaacaa acgagaccca 1260 
gacttccctc aatggggtct accagccccc aattcacttc cagaacagtg aattctatgg 1320 
cttctccgaa ttctactact gcaccgagga tgtgttacga atggggggag actacaatgc 1380 
tgctaaattt actaaagctg caaaggatta ttgtgcaaca aagtggtcca ttttgcggga 1440 
acgctttgac cgaggactgt acgcctctca tgctgacctc cacaggctta agtgaactgc 1500 
tccatgttgt gggaccaggg atgtgaagca agtacatcaa ccttgaaacg cgcgcagttg 1560 
gtttgggaga gccggcctga ggaagcccct gccccaaggc tgcccacaga gggaaggatt 1620 
gtgtgtgtgt gtgtgtgtgt gccatcttga cagagtgagt cagtctgact tgcctttgtg 1680 
cttgccgttt gtaggtatca gtgcttcaaa tcggcctgga tgtttgaggt gtttcatagg 1740 
ggcttttcgt ttcctgtcaa ctataaaagc ttaaagactg ccttgcaagt ttacgacaag 1800 
gaggttcagt ggacccttgg agccatcctc tacaggaccc gctttctacc attaagagac 1860 
atccagcagg aggccttccg agccagtcac acccactggc ggggcgtttc ctttgtctac 1920 
aaccactacc tgttctctgg ctgcttcctg gtggtgctgc tggccatcct gctgtacctg 1980 
ctgcggctgc ggcgcatcca caggcgcact ccccggagca gctcggccgc cgccctctgg 2040 
atggaggagg gccttcccgc ccagaatgcc ccggggacct tgtgatccag ctcacagcta 2100 

<210> 68 

<211> 4213 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526163CB1 

<400> 68 

cccgggccat ggacgagtcg agcctcctgc ggcgccgcgg gctccagaag gagctgagcc 60 
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tgccacgccg aggacgtggc tgccgcagcg ggaaccgcaa gagcttggtg gtaggaacgc 120 
cctccccgac cctctcccgg cccctgtcgc cattgtcggt cccaacggca ggcagcagcc 180 
ccttggatag tcctcggaat ttctcggctg cctctgccct aaatttcccc tttgcccgga 240 
gggcagacgg cagaagatgg tccctcgcgt ctctcccatc ttccggctat ggaaccaaca 300 
cacccagctc caccctctcg tcaagctcat cctcccggga acgtctccac cagcttccct 360 
tccagccgac gccggacgag ctgcacttcc tgtccaagca cttccgcagc tcagagaatg 420 
tgcttgatga ggaaggcggc cggtcacccc gcctccgacc ccgctctcgc agtctcagcc 480 
cgggccgtgc aacggggacc ttcgacaatg agattgtcat gatgaatcac gtgtaccggg 540 
agaggttccc caaggccaca gcacagatgg agggccgtct gcaggagttc ctgacggcct 600 
acgcgcccgg cgcccggctg gcgctggctg atggcgtctt gggcttcatc caccaccaga 660 
tcgtcgagct ggcccgagac tgcttggcca agtctggcga gaacctcgtc acctcccgct 720 
acttcctaga gatgcaggag aagctggagc ggcttctgca ggatgcccat gagcgttcgg 780 
acagtgagga ggtcagcttc atcgtccagc ttgtccggaa actgctgatc atcatctcac 840 
ggccagctcg gctgctggag tgtctggagt ttgaccctga ggaattttac cacctgctgg 900 
aggcggctga gggccatgcg cgggagggcc aaggcattaa gactgacctt ccacagtaca 960 
tcattgggca gctgggcctg gccaaggacc ccctggagga gatggtgcca ctgagtcacc 1020 
tcgaagaaga acagccccca gcacctgagt ccccagagag ccgcgccctg gtcggccagt 1080 
cacggaggaa gccatgcgaa agcgactttg agaccatcaa actcattagc aacggagcct 1140 
atggggccgt ctacctggtg cggcaccgtg acacacggca gcgctttgcc atcaagaaga 1200 
tcaacaaaca gaacttgatc ctgcgtaacc aggtccagca ggtctttgtg gagcgtgaca 1260 
ttctcacctt tgccgagaac ccctttgtgg tcagcatgtt ctgctccttt gagacccggc 1320 
gccacctatg tatggtcatg gaatacgtgg aaggcggcga ctgcgccacg ctcctgaaga 13 80 
acatgggccc gctgcccgtg gacatggccc gcctgtactt cgccgagacg gtgttggcgc 1440 
tggagtacct gcataactat ggcatcgtgc accgtgacct caaaccagac aatctgctca 1500 
tcacctcgct tggccacatc aagctcacgg acttcggcct gtccaagatc ggcctcatga 1560 
gcatggccac caacctctat gagggccaca tcgagaagga cgcccgagag ttcatcgaca 1620 
agcaggtgtg tgggacgccg gagtacatag cccccgaggt gatcttccgc cagggctatg 1680 
ggaagccagt ggactggtgg gccatgggcg tcgtcctcta tgagtttctg gtgggctgcg 1740 
tgcctttctt tggagatacc cccgaggaac tcttcggtca ggtggtcagc gatgagatca 1800 
tgtggccaga gggagatgag gcccttccag cagacgccca ggacctcatc accaggttgc 1860 
tccggcagag cccgctggac cgtctgggca ctggtggcac ccacgaagtg aagcagcacc 1920 
cctttttcct ggccctggac tgggcagggc ttctccgaca caaagccgag ttcgtgcccc 1980 
agctcgaagc cgaggatgat accagctact ttgacacacg ttcggaacgt taccgccatc 2040 
tgggctccga ggacgacgag accaatgatg aagaatcgtc cacagagatc ccccagttct 2100 
cctcctgctc ccaccggttc agcaaggtct acagcagctc tgagttcctg gccgtccagc 2160 
ccactcctac cttcgctgaa aggagcttca gtgaagaccg ggaggagggg tgggagcgca 2220 
gcgaagtgga ctatggccgc cggctgagtg ctgacatccg gctgaggtcc tggacatcct 2280 
ctggatcctc ctgtcagtca tcttcgtccc agcccgagcg gggtcccagc ccatctctcc 2340 
tgaataccat cagcctggac acaatgccca agtttgcctt ctcatcagag gatgaggggg 2400 
taggcccagg ccctgcaggc cccaagaggc ccgtcttcat tctaggggag cctgaccccc 2460 
caccagcggc caccccagtg atgcccaagc cctcgagcct ttctgccgac acagctgctc 2520 
tcagccacgc ccgcctacgg agcaatagca tcggcgcccg acactccaca ccaaggcctc 2580 
tggatgccgg ccggggccgc cgccttgggg gcccaagaga cccagcccct gagaagtcca 2640 
gagcctcctc cagcggtggc agtggtggcg gcagtggggg ccgcgtgccc aagtcagcct 2700 
ctgtctctgc cctgtccctc atcatcacgg cagatgatgg cagcggcggc cccctcatga 2760 
gccccctttc cccgcgctct ctgtcctcga acccgtcgtc ccgtgactct tcgccgagcc 2820 
gagacccgtc ccccgtgtgt ggcagcctgc ggccccccat cgttatccac agctctggca 2880 
agaagtacgg cttcagcctg cgggcgatcc gcgtctacat gggtgatagc gacgtctaca 2940 
ctgtgcacca cgtcgtctgg agtgtggagg acggaagccc cgcccaggag gcgggcctgc 3000 
gggctgggga cctcatcacc cacatcaacg gggagtcagt gctggggctg gtgcacatgg 3 060 
acgtcgtgga gctgctgctg aagagcggca acaagatatc cctgcggacc acagccctgg 3120 
agaacacctc catcaaggtg ggccccgccc ggaagaatgt ggccaagggc cgcatggcac 3180 
gcaggagcaa gaggagccgt cggcgggaga cccaggatcg gcggaagtca cttttcaaga 3240 
agatctccaa gcagacctcc gtgctgcaca ccagccgcag cttctcctcc ggactccacc 3300 
actcactgtc atccagtgag agcctccccg gctcgcccac ccacagcctc tcccccagcc 33 60 
ccaccactcc ctgccgaagc ccagcccctg atgtcccagc agataccact gcatccccac 3420 
ccagcgcatc cccgagctcc agcagccccg cctccccagc tgctgctggc cacacccgcc 3480 
ccagctccct gcacggcctg gctgccaagc ttgggccacc ccgccccaag actggccgcc 3540 
gcaagtccac cagcagcatc ccgccctccc cgctggcctg cccgcccatc tccgcgcccc 3600 
caccccgctc gccctcgccc ctgcccgggc acccgcccgc acctgcccga tccccgcggc 3660 
tgcgccgggg ccagtcagct gacaagctgg gcacagggga gcggctggat ggggaggcgg 3720 
ggcggcgcac tcgtgggcca gaggccgagc tcgtggtcat gcggcggctg cacctgtccg 3780 
agcgccgaga ctccttcaag aagcaggagg ccgtgcagga ggttagcttc gatgagccgc 3840 
aggaggaggc cactgggctg cccacctcag tgccacagat cgccgtggag ggcgaggaag 3900 
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ccgtgccagt agctctcggg cccaccggaa 
gcatcaaagt tacgcgtttt cttgtgcaat 
gactgagcca ccagcctgac acccagaagg 
tggagacatc gcttgtgttc tggtgtcaat 
caagggtggc tttgtaaata gcagcaaatc 
tttttttttt ttt 

<210> 69 

<211> 5991 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7526158CB1 



gagactgatc ccctgccagg tctctccctg 3960 
gttttttccg taaagtcatg cctggsitggg 4020 
cgagaagcca tctcggtcct tgctggaagg 4080 
cagggggctg gatggggcaa gaatggggga 4140 
cctgcaacta atttattact ttttcttttt 4200 

4213 



<400> 69 

gtaccccgcc gcacagaggc ggcctctgcc 
acatcccggc gctgaccctc. gatctgtctc 
ccagcagccc ctgcagcccc tgtagcccct 
gcgggaaccg caagagcttg gtggtaggaa 
cgccattgtc ggtcccaacg gcaggcagca 
ctgcctctgc cctaaatttc ccctttgccc 
cgtctctccc atcttccggc tatggaacca 
catcctctcg ggaacgtctc caccagcttc 
tcctgtccaa gcacttccgc agctcagaga 
cccgcctccg accccgctct cgcagtctca 
atgagattgt catgatgaat catgtgtacc 
tggagggccg tctgcaggag ttcctgacgg 
ctgatggcgt cttgggcttc atccaccacc 
ccaagtctgg cgagaacctc gtcacctccc 
agcggcttct gcaggatgcc catgagcgtt 
agcttgtccg gaaactgctg atcatcatct 
agtttgaccc tgaggaattt taccacctgc 
gccaaggcat taagactgac cttccacagt 
accccctgga ggagatggtg ccactgagtc 
agtccccaga gagccgcgcc ctggtcggcc 
ttgagaccat caaactcatt agcaacggag 
gtgacacacg gcagcgcttt gccatcaaga 
accagatcca gcaggtcttt gtggagcgtg 
tggtcagcat gttctgctcc tttgagaccc 
tggaaggcgg cgactgcgcc acgctcctga 
cccgcctgta cttcgccgag acggtgttgg 
tgcaccgtga cctcaaacca gacaatctgc 
cggacttcgg cctgtccaag atcggcctca 
acatcgagaa ggacgcccga gagttcatcg 
tagcccccga ggtgatcttc cgccagggct 
gcgtcgtcct ctatgagttt ctggtgggct 
aactcttcgg tcaggtggtc agcgatgaga 
cagcagacgc ccaggacctc atcaccaggt 
gcactggtgg cacccacgaa gtgaagcagc 
ggcttctccg acacaaagcc gagttcgtgc 
actttgacac acgttcggaa cgttaccgcc 
atgaagaatc gtccacagag atcccccagt 
tctacagcag ctctgagttc ctggccgtcc 
tcagtgaaga ccgggaggag gggtgggagc 
gtgctgacat ccggctgagg tcctggacat 
cccagcccga gcggggtccc agcccatctc 
ccaagtttgc cttctcatca gaggatgagg 
ggcccgtctt cattctaggg gagcctgacc 
agccctcgag cctttctgcc gacacagctg 
gcatcggcgc ccgacactcc acaccaaggc 
ggggcccaag agacccagcc cctgagaagt 
gcggcagtgg gggccgcgtg cccaagtcag 



tcggcatgaa gtcccgcagg gacaagctgc 60 
cgagcagcca gagcccgtcc ctgctgggtc 120 
ccttgggcct gcacccctgg agctgccgca 180 
cgccctcccc gaccctctcc cggcccctgt 240 
gccccttgga tagtcctcgg aatttctcgg 300 
ggagggcaga cggcagaaga tggtccctcg 360 
acacacccag ctccaccctc tcgtcaagct 420 
ccttccagcc gacgccggac gagctgcact 480 
atgtgcttga tgaggaaggc ggccggtcac 540 
gcccgggccg tgcaacgggg accttcgaca 600 
gggagaggtt ccccaaggcc acagcacaga 660 
cctacgcgcc cggcgcccgg ctggcgctgg 720 
agatcgtcga gctggcccga gactgcttgg 780 
gctacttcct agagatgcag gagaagctgg 840 
cggacagtga ggaggtcagc ttcatcgtcc 900 
cacggccagc tcggctgctg gagtgtctgg 960 
tggaggcggc tgagggccat gcgcgggagg 1020 
acatcattgg gcagctgggc ctggccaagg 1080 
acctcgaaga agaacagccc ccagcacctg 1140 
agtcacggag gaagccatgc gaaagcgact 1200 
cctatggggc cgtctacctg gtgcggcacc 1260 
agatcaacaa acagaacttg atcctgcgta 1320 
acattctcac ctttgccgag aacccctttg 1380 
ggcgccacct atgtatggtc atggaatacg 1440 
agaacatggg cccgctgccc gtggacatgg 1500 
cgctggagta cctgcataac tatggcatcg 1560 
tcatcacctc gcttggccac atcaagctca 1620 
tgagcatggc caccaacctc tatgagggcc 1680 
acaagcaggt gtgtgggacg ccggagtaca 1740 
atgggaagcc agtggactgg tgggccatgg 1800 
gcgtgccttt ctttggagat acccccgagg 1860 
tcatgtggcc agagggagat gaggcccttc 1920 
tgctccggca gagcccgctg gaccgtctgg 1980 
accccttttt cctggccctg gactgggcag 2040 
cccagctcga agccgaggat gataccagct 2100 
atctgggctc cgaggacgac gagaccaatg 2160 
tctcctcctg ctcccaccgg ttcagcaagg 2220 
agcccactcc taccttcgct gaaaggagct 2280 
gcagcgaagt ggactatggc cgccggctga 2340 
cctctggatc ctcctgtcag tcatcttcgt 2400 
tcctgaatac catcagcctg gacacaatgc 2460 
gggtaggccc aggccctgca ggccccaaga 2520 
ccccaccagc ggccacccca gtgatgccca 2580 
ctctcagcca cgcccgccta cggagcaata 2640 
ctctggatgc cggccggggc cgccgccttg 2700 
ccagagcctc ctccagcggt ggcagtggtg 2760 
cctctgtctc tgccctgtcc ctcatcatca 2820 
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cggcagatga 
cgaacccgtc 
tgcggccccc 
tccgcgtcta 
aggacggaag 
acggggagtc 
gcaacaagat 
cccggaagaa 
agacccagga 
acaccagccg 
ccggctcgcc 
ctgatgtccc 
ccgcctcccc 
agcttgggcc 
ccccgctggc 
ggcacccgcc 
tgggcacagg 
agctcgtggt 
aggccgtgca 
cagtgccaca 
gaagagactg 
aatgtttttt 
aggcgagaag 
aatcaggggg 
atccctgcaa 
tctcactctg 
cctcccaagt 
ccaccactat 
gtcaggctgg 
gggattacag 
cgtactgagc 
tttgcaggcc 
tgttttccag 
ccacacctac 
ttcggctaca 
cagcgatgga 
tgcctgctct 
atgggagctg 
ccgctcccca 
agcctccaga 
acgtccagct 
gccttgtcca 
ttggccgtga 
gggatgaagt 
tgtggctctg 
taatcccatt 
ccctcagcca 
cagctgagac 
cagaacggag 
gggtctggtg 
cccactgggc 
tctgagtccc 
caccccctcc 



tggcagcggc 
gtcccgtgac 
catcgttatc 
catgggtgat 
ccccgcccag 
agtgctgggg 
atccctgcgg 
tgtggccaag 
tcggcggaag 
cagcttctcc 
cacccacagc 
agcagatacc 
agctgctgct 
accccgcccc 
ctgcccgccc 
cgcacctgcc 
ggagcggctg 
catgcggcgg 
ggaggttagc 
gatcgccgtg 
atcccctgcc 
ccgtaaagtc 
ccatctcggt 
ctggatgggg 
ctaatttatt 
ttgcccgggc 
tcaagcgatt 
gcccagctaa 
tctcgaactc 
gcgtgagcca 
cgccccctga 
ctgccctctg 
tttttctgta 
ccatttgagg 
acctggagtg 
ctggattctg 
atatatagag 
gagctttgat 
ggtgggcact 
aatgctcggc 
acttccagaa 
gtctaccctg 
tgtgtctgaa 
tcaagccaga 
ggaaaatggc 
gactgtttat 
gccttgagaa 
cccagcgagg 
catcagccag 
tcagatacag 
actctggtga 
ctgtccagca 
ttccatcctg 



ggccccctca 
tcttcgccga 
cacagctctg 
agcgacgtct 
gaggcgggcc 
ctggtgcaca 
accacagccc 
ggccgcatgg 
tcacttttca 
tccggactcc 
ctctccccca 
actgcatccc 
ggccacaccc 
aagactggcc 
atctccgcgc 
cgatccccgc 
gatggggagg 
ctgcacctgt 
ttcgatgagc 
gagggcgagg 
aggtctctcc 
atgcctggat 
ccttgctgga 
caagaatggg 
actttttttt 
tggagtgcag 
gtcctgcctc 
ttttttgtat 
ctgacctcat 
ctgggcccag 
aggcggctgc 
ggctgagaag 
ctttttaagt 
ggatggagtt 
tccgtaaaca 
aaggccactt 
tctgcctcca 
ggatgaatag 
gataaaggaa 
tgtctcgggg 
acactcagtg 
gacaagatgc 
acacctgtta 
aaacccagtc 
tttcccactc 
taagcaccta 
ggctggaggt 
ggcggagacc 
accctgttgt 
ccgactccag 

gggagctttc 

ctgcctagtg 
gagctggcag 



tgagccccct 
gccgagaccc 
gcaagaagta 
acactgtgca 
tgcgggctgg 
tggacgtcgt 
tggagaacac 
cacgcaggag 
agaagatctc 
accactcact 
gccccaccac 
cacccagcgc 
gccccagctc 
gccgcaagtc 
ccccaccccg 
ggctgcgccg 
cggggcggcg 
ccgagcgccg 
cgcaggagga 
aagccgtgcc 
ctggcatcaa 

ggggactgag 

aggtggagac 
ggacaagggt 
tttttttttt 
cggcgtgatc 
agcttcccaa 
ttttagtaca 
gatttgcctg 
cctaatttat 
caggtcttgc 
gatgcacttt 
gttttgtgtt 
gaagtcacct 
attcctctca 
cccaccatca 
atcctgctgg 
gtgttcaccg 
ggtacaggcc 
cacgctccag 
tcccctcccc 
cgtgtgtttg 

ggggttccct 

gaggctcaag 
tgtgcctcag 
ctgtgtgcca 
ggtgtcatca 
tgtcccacga 
gggcgttgtc 
ccccagctca 
cagacatcaa 
ttggagggta 
tgaataaaag 



ttccccgcgc 
gtcccccgtg 
cggcttcagc 
ccacgtcgtc 
ggacctcatc 
ggagctgctg 
ctccatcaag 
caagaggagc 
caagcagacc 
gtcatccagt 
tccctgccga 
atccccgagc 
cctgcacggc 
caccagcagc 
ctcgccctcg 
gggccagtca 
cactcgtggg 
agactccttc 
ggccactggg 
agtagctctc 
agttacgcgt 
ccaccagcct 
atcgcttgtg 
ggctttgtaa 
tttttttttt 
tcagctcact 
gtggctggga 
gacggggttt 
cctttgcctc 
tactttttat 
cccaggcacc 
ggacaagtca 
acctggtctc 
ggtcacctgt 
cccacaaaac 
tagctgccat 
cttcagcctg 
gatctgggca 
tcacctggaa 
tatgccagtc 
tcaggctctg 
aggcccagca 
ccatatgtca 
tttgaatttc 
tttccttgtg 
agcgctttta 
cctccatttt 
tcacccagca 
atcaagggag 
tcccccatga 
cagcccactc 
gaccaaggct 
cccgtattta 



tctctgtcct 
tgtggcagcc 
ctgcgggcga 
tggagtgtgg 
acccacatca 
ctgaagagcg 
gtgggccccg 
cgtcggcggg 
tccgtgctgc 
gagagcctcc 
agcccagccc 
tccagcagcc 
ctggctgcca 
atcccgccct 
cccctgcccg 
gctgacaagc 
ccagaggccg 
aagaagcagg 
ctgcccacct 
gggcccaccg 
tttcttgtgc 
gacacccaga 
ttctggtgtc 
atagcagcaa 
tgagacagag 
gcaacctccg 
ttacaggcgc 
caccatgttg 
ccaaagtgct 
aagcgatagc 
tgggactctg 
tctgtgtttg 
attcccctcc 
accggcccag 
aatgtaatcc 
gcccaggcag 
gagaagggat 
gaggggtcat 
ctgccaaggc 
ctgcgggatt 
ccttggcctg 
gagtaagccc 
gagcctctct 
agcttcactg 
tttacaagac 
cgtggcttct 
acagacaaag 
ggagtcgtgg 
cttgaatgga 
tgctgtgtga 
tgcttccctt 
gtgcatgatt 



2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
5991 



<210> 70 

<211> 669 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 



7519807CB1 



<400> 70 
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gcctgctgga tttgtttgta tttgttccca 
caggaaatta aagcattctc ccggaataat 
ctaactggaa agaaaattat agaaacatgg 
gtagagccga gcagtggggg tggttgtggt 
gttggcgtta ttaagccatg gttgctccta 
agttgaaaat gctttcctca gtgactttac 
tgaaaccaac atcctgtctt attttccaga 
aaaagatgga gtggttcttg ttcattgtaa 
aataggtttc ctgatgaatt ctgaacaaac 
aaatgcaaga ccttccatat gtccaaattc 
agagggcaaa gaaagcaata agtgtgacag 
gtagcagac 

<210> 71 

<211> 2453 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_ feature 

<223> Incyte ID No: 7526180CB1 



gccactgctc atgtaatgta ctcccttaac 60 
cccaggaagc aatgcaccag ggtgacaacg 120 
aaagatgcca gaattcatgt tgtggaagaa 180 
tatgtgcagg accttagctc ggaccagcaa 240 
ggtgactcat attcttaatg ttgcatatgg 300 
atataagagc atttctatat tggatctgcc 360 
atgttttgaa tttattgaag aagcaaaaag 420 
tgcaggcgtt tccagggctg ctgcaattgt 480 
ctcatttacc agtgcttttt ctttggtgaa 540 
tggcttcatg gagcagcttc gtacatatta 600 
aatacaggag aacagttcat gagttgcatt 660 

669 



<400> 71 

actgtacaaa tgctttattt ctattcaata 
caatagcatg gtggcagatg aacatcagga 
cctcaccatg gatacgcttg tgatcaaggg 
tcagaggcca caccatccta gcagtggagc 
cacctgctgc atcaccaggc tgggtgaacg 
gtatcagcac cgaaacctca caggaaaaafc 
actctcagat taatctctgt catccatcgc 
tgccaggcgc catgttggag ggctggtggt 
tcttgctctc tcgcacgctt cccccggctc 
gccggagtgt gtgcgaggga gggggagggc 
cccaagagac ccgcggaggg aggcggaggc 
gagaggctcc aggaggcgct gaaagatttt 
gtcctggatc agtttctttg tcatgtagcc 
caatttaaag gctattttat tttcaaactg 
gctcctgagc caagaggtcc tcccaaccct 
aaggaaagaa tactgaaaat tgtcactgga 
ctatgtgaat tgttaacaga tccaaggaga 
ggagtagaaa agaatgtgat ggttgttagc 
tccaatagtt taaatcgaat gaatggtgtt 
gagaggtcta atataaatgg gcotgggaca 
ttgtcagccc ccatgacaac aaatgggttg 
ttgcagcaaa atgaggagaa aaatcacagt 
tcagtgagcc ctttgaaaaa taaacatcca 
gaggtaaaaa gactcaggtt tgacaaagaa 
acttccagcg aaatttcttc agttatggta 
gataaagaca aagatagccg ttgtacccgg 
gatgaagagg aagaagaaga gtcttttatg 
aatcaagaaa aagaatctga tgatgcctta 
aatcaaatgg aggaatctga tgtgtctcaa 
agtgaaaacg aaggccctgt aagtagtagt 
gtaggatcca attccagtaa aactggagag 
gacgaagcca cagaagtcac cgatgaacca 
tagatgcagt attttacata cagttctggt 
aaatggacct ttagttttac aagagaagca 
tcctgaaaga gttgtacatg taagaactgt 
ttaccgctga cttttctttc tttctttttt 
gatttttttt ttttttaatt taggattgaa 
gaaaagtttt ttgagattat cacatttagt 
tctctttctg atagctctag cagttttcat 
gtgaattata gggtttcatg ctggtttcca 
ctttaagtca tatatacata catattatat 



tttagaagac agttataaac aagatgcatt 60 
aggaacatcc atgagcttcc atccacggaa 120 
cctggtctcc cctcaagaca cggtcacaga 180 
agtaccagct gggacagggt ccttctgtga 240 
gacacaattg ccagaactca cagaatagaa 300 
ggtaagttct aagtttctcc attaatagta 360 
ttctccaaga aatgactttt tagggtgatg 420 
agcggcttgg ggaggtgctc gctctgtcgg 480 
ccttcgtttc ccccccccgg tcgcctgcgt 540 
gtcggggggg tggggggagg cgttccggtc 600 
tgtgagggac tccgggaagc catggacgtc 660 
gagaagaggg ggaaaaagga agtttgtcct 720 ■ 
aagactggag aaacaatgat tcagtggtcc 780 
gagaaagtga tggatgattt cagaacttca 840 
aatgtcgaat atattccctt tgatgaaatg 900 
tttaatggta tcccttttac tattcagcga 960 
aactatacag gaacagacaa atttctcaga 1020 
tgtgtttatc cttcttcaga gaaaaacaat 1080 
atgtttcctg gaaattcacc aagctatact 1140 
cccaggccac ttaatcgacc aaaggtttct 1200 
cctgagagca cagacagcaa agaggcaaat 1260 
gactcttcga cctctgaatc agaagtttcc 1320 
gatgaagatg ctgtggaagc tgaggggcat 1380 
ggtgaagtca gagaaacagc cagtcaaacg 1440 
ggagaaacag aagcatcatc ttcatctcag 1500 
cagcactgta cagaagagga tgaagaagag 1560 
acatcaagag aaatgatccc agaaagaaaa 1620 
actgtgaatg aagagacttc tgaggaaaat 1680 
gctgagaaag atttgctaca ttctgaaggt 1740 
tcttctgact gccgtgaaac agaagaatta 1800 
attctttcag aatcatccat ggaaaatgat 1860 
atggaacaag actaactatt tagaaacatt 1920 
tttaacactg tataaaactt ttgtgtaata 1980 
ggttgtaaaa taaagtactt tatggataat 2040 
gaatatcagc tcctctgggt cctgcttacc 2100 
tggtctgggc aaatcagtgg tttgtgtata 2160 
gtttttaaac tggaaggtaa ttacaatttt 2220 
ttatacatat gcaagaagct ttttgtcttg 2280 
attttggtca tagtttcaac attttaacat 2340 
gattttattg tttggctacg tacaatggaa 2400 
atatataagg gggggggggg ggt 2453 
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<210> 72 

<211> 4430 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7526185CB1 

<400> 72 

ccggctccag cggccagcgc gcgcgggccc 
gcagcagcgg cggcggcggc agtgcgcgcg 
gcgccgtgca tggagacgcg gcccgccacc 
cccgccaggg ctggggtggc ctcgggctcc 
ggcccgcggg cctcgccgcc ccgcgcggat 
gtggccgtcc tgagcgccat ggctcactcc 
aacctaaagg cagacccaga agagcttttt 
tttggagagg tgttcaaagg cattgacaat 
attgatctgg aagaagctga agatgagata 
agtcagtgtg acagtccata tgtaaccaaa 
ttatggataa taatggaata tcttggtgga 
ccattagatg aaacccagat cgctactata 
ctccattcgg agaagaaaat ccacagagac 
aacagctatt gaacttgcaa gaggggaacc 
tttattcctc attccaaaga acaacccacc 
caaggagttt gtggaggcct gtttgaataa 
gttattgaag cacaagttta tactacgcaa 
catcgacagg tacaagagat ggaaggccga 
ttccgacgcg gaaacagatg gccaagcctc 
cacaatccga gaaaaagatc ccaagaatct 
ggacagaaat aagatgaaag acatcccaaa 
tatttctcct ctgtttgcag agttgaagga 
gtccattgaa gagctgcgag gggccatcta 
cgacaccatg gtggcccagc tcgtgcagcg 
aacttcatcc cactgaaatt cctttggcat 
tcatcctcct ccttttttaa aagtcaacga 
gccactggga gccaccccag tgccaggcgc 
gctgcagcca gatgaagtct ctcagatggg 
tttattttat tttattactt ttgtttttaa 
gtgtctttaa aaacaaaaac aaaccctgaa 
aaagacatga aacctcaggt atcctgcttt 
atcgctctgg tggatgggtg tacagatttg 
cggcgtgcat aaggaatcac tgtgtacaaa 
tggagtaaat attcgacagg ccataacttg 
attttgaatt ctgtgaccag tgatttgggt 
ataattaatg cccctctctt acagaacact 
ccccgtttgc cctacgcccc ttttggtaca 
gtactatttc ttagtgtttt aaattggaac 
attttcagtt tctccccatg aagcgctctc 
ctggtctgcg ccagatgtac cgtcctttcc 
attctgcata tcatctttcc cacctaaaaa 
aacacgctta ttttgcatac tccttgaaat 
tgtatgtgtg gccgtgcgtg tgtactcgtg 
gactccaggg agaagtcccc aggcctggag 
tgcttgcgca cttgctcacc gagatgatgc 
gtagcggttg ccggggacct taagagttat 
taggcaggca gccagtgtgt ctgtttttct 
gggaaaatct ctgggtttct ggagtgggag 
gaagcattct tttatgtttg ttgaagctga 
cttgtggagt taagacagga tttttggaag 
tagctcagct atctgctggt ctagtggcct 
gctacagatg cttgagtggg ttattgtgtc 
ctaaaattga ggtattttat tagaagtgga 
atatattttg gttggggaaa tagaactgag 



aggccgcccg gctccagccc agcagtagcg 60 
aggccctgcg cccccagcag ctcctccctg 120 
cgccgctgag cccccgccgc ccggccggga 180 
ggccggcccc gccgcccgag ggctgcgcgc 240 
cgtcgcggcc cggccgtccc gtcccaggaa 300 
ccggtgcagt cgggcctgcc cggcatgcag 360 
acaaaactag agaaaattgg gaagggctcc 420 
cggactcaga aagtggttgc cataaagatc 480 
gaggacattc aacaagaaat cacagtgctg 540 
tattatggat cctatctgaa ggatacaaaa 600 
ggctccgcac tagatctatt agaacctggc 660 
ttaagagaaa tactgaaagg actcgattat 720 
attaaaggca gacatctggt ccctgggcat 780 
acctcattcc gagctgcacc ccatgaaagt 840 
gacgttggaa ggaaactaca gtaaacccct 900 
ggagccgagc tttagaccca ctgctaagga 960 
tgcaaagaaa acttcctact tgaccgagct 1020 
gcagagccat gacgactcga gctccgagga 1080 
ggggggcagt gattctgggg actggatctt 1140 / 
cgagaatgga gctcttcagc catcggactt 1200 
gaggcctttc tctcagtgtt tatctacaat 1260 
gaagagccag gcgtgcggag ggaacttggg 1320 
cctagcggag gaggcgtgcc ctggcatctc 13 80 
gctccagaga tactctctaa gtggtggagg 1440 
ttggggtttt gtttttcctt ttttccttct 1500 
gagccttcgc tgactccacc gaagaggtgc 1560 
ccgtccaggg acacacacag tcttcactgt 1620 
tggggagggt cagctccttc cagcgatcat 1680 
ttttaaccat agtgcacata ttccaggaaa 1740 
atgtatattt gggattatga taaggcaact 1800 
aagttgataa ctccctctgg gagctggaga 1860 
tatataatgt catttttacg gaaacccttt 1920 
ctggccaagt gcttctgtag ataacgtcag 1980 
agtctattgc cttgccttta ttacatgtac 2040 
tttattttgt atttgcaggg tttgtcatta 2100 
cctatttgta cctcaacaaa tgcaaatttt 2160 
cctagaggtt gatttccttt ttcatcgatg 2220 
atatcttgcc tcatgaagct ttaaattata 2280 
gtctgacatt tgtttggaat cgtgccactg 2340 
aatacgattt tctgttgcac cttgtagtgg 2400 
tgtctgaatg cttacacaaa taaattttat 2460 
gtgactcttc agaggacagg gcacctgctg 2520 
gctgtgtgtg tgtgatgaga cactttggaa 2580 
ctgccgagtg cccaggtcag cgccctggac 2640 
agttggaggt tgctgatctg tgcgattgct 2700 
tttgcttctc tggaaggggc ctatgcttgc 2760 
tggtttgctg tgggaccttg cttggcgagg 2820 
ggttcgtgca gcagctgttg actggtacat 2880 
tgattgacat ctcccgtggg tgtgccagtt 2940 
caaggaagtt agtgggtgag cttggggatg 3 000 
ctaagctata gggaggggac agagccctga 3060 
ggtttgctag tgcagtctgg tttttaagct 3120 
tttgggttga actcttaatt tgtataaggg 3180 
ttgctaattc ttattgtact cattactcca 3240 
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tacaagaatg ttatgttgaa taataaaatt ggagaagatt tcattttgtg tttccaggga 33 00 

gtattctgtg tggggaactg tttccttacg tgaggccggc ggcataagtc aaagatgagt 3360 

tttgtccttg cgaatcacac agattgagtc tgtgttcccc agggtgtgcc gttacctgat 3420 

ttttaagtga gccagggcgg acagcagctt ttctgattta cagagttctt cagatttaca 3480 

aatggacaat gacatcacag tttttagcac tgaagccagt ctcatgctag taacagtggg 3540 

tgagccgctc gagggactgg gttctaatga atactggtat gaacggggag tctctgcagt 3600 

cgccagacaa atcatactca gccccttccc ccgtagagca acaagtggtt cttttagagt 3660 

tgactggcag catttcctgt cgggggaggt ggggtttgat ggagttagaa agctcgcctc 3720 

tgtgtacatt ctctcctggg ctgttacttt ctgtagacgc acaaaatcag ccccaatgtt 3780 

tttaagggca tcttagccaa ggaagctggc ttttgtgtcg ccacttccag gcctgcatta 3840 

agagagagcc caggcaccag ggctaccact ggaacctgcc tcagcgtcaa ctgctgctgg 3900 

tctgtagcca ggcccagcct ttgagacggg tttactgtca ccagtagcct ctcagtgcca 3960 

gccctgagct gctcctggct cagctgccca gagcctgcag cctggggagg tactcagcct 4020 

ctgggagacg agggccgtgg actgggtggc tggtagctcc tgcgtttttg agctgtgtcc 4080 

tggctggctg ctgccaatga ggtggacacc agtgtggttt ggggtgcact ggccacttct 4140 

tgctgggttc tgattttctt ggaagtgcat ctgccttcct tatccaatag ttttatccct 4200 

gcattgctct tgtgaagtgg ctggtttggt tctgtatgta gcattttgta cctttcctct 4260 

ggcaaaacac tgtcagttta taaacatttt ttatatttcc ctcctttaaa aacagcttgt 4320 

gtatttctgc tataaaatgt gtcagcaaag gcagagtgac ctaatagggc atgttcttaa 4380 

gcacagggac tgtatcatgc aggggccaat aaagctcaag aaaacgagta 443 0 

<210> 73 

<211> 3276 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526192CB1 

<400> 73 

caaaacgccg tggccgtcgc gcggcgccat ccgttgtcgc aaagcggcgc gagaaacgcc 60 
cagccgggtg ttggccccgc cccgcgctgt gacgtcggcg gcgcgcgccc ccggcgccgt 120 
ggccgcggct gcgcagtggg gcgcgtatgg ctgccgcccc ccgctggcag acgctggcgg 180 
cgtaaggcgc gcgggccccg gagcgggcgc ggcggagcgc ggcgagcccg gcgcctcccg 240 
tcccgaacat gcggaggccg gcccaggcgg cgcgggagcc ggagcggggg cccaagcggc 300 
accggagccg gagcgcgagg gggcgcgggg cccggagcgg gggtccgcgc tgcgctgctg 360 
aggccgggcc ggccgcccag acgctgcccg cgggcccggc cacggcggag ccaagctgtg 42 0 
agccgtgagc tttgaggcgg tgggatgtgt cagcagaatg tctcctgccc ccgagagcga 480 
ccccgaggcc actgagaaga gcagcgcggc ctggccggcc cgaacgcctg cgtctcagta 540 
gctgggagcc acgggcccac gcccgcccac cggccgcagt gatgttctag ccacagagga 600 
gccaagacct caggtttcca gagacttggg atttgcacgg cagcagagtc accgtggaga 660 
ggccagggta tcacaaactt atggattttg acaagaaagg agggaaaggg gagacggagg 720 
agggccggag aatgtccaag gccggcgggg gccggagcag ccacggcatc cggagctcgg 780 
ggaccagctc gggggtcctg atggtgggcc ccaacttccg cgtcggcaag aagatcggct 840 
gcggcaactt cggggagctc cgcctaggaa agaatctcta tacaaatgaa tacgtggcta 900 
tcaaattggt gagtcggccc ctccacccca cccccgctga cgtgcccccc agggatttca 960 
gggcagcgac ccggtcccct ggtgactcgc tcttgtgccc ccaggagccg atcaagtccc 1020 
gggccccgca gctgcacctg gagtaccggt tctacaagca gctcagcgcc acagagggcg 1080 
tccctcaggt ctactacttc ggtccgtgcg ggaagtacaa cgccatggtg ctggagctgc 1140 
tggggcccat cctggaggac ctgttcgacc tgtgcgaccg gaccttcacg ctcacgacgg 1200 
tgctgatgat cgccatccag ctgatcacgc gcatggagta tgtgcacacc aagagcctaa 1260 
tctaccggga cgtgaagccc gagaacttcc tggtgggccg cccggggacc aagcggcagc 1320 
atgccatcca catcatcgac ttcgggctgg ccaaggagta catcgacccc gagaccaaga 1380 
agcacatccc gtaccgcgag cacaagagcc tgacgggcac ggcgcgctac atgagcatca 1440 
acacgcacct gggcaaggag cagagccgcc gcgacgacct ggaggcgctg ggccacatgt 1500 
tcatgtactt cctgcgcggc agcctcccct ggcaggggct caaggtgggc gaggaggccg 1560 
ggcaggcggg cggggacgca gggcgggagc aaggctgacc acagaccccc gcaggccgac 1620 
acgctcaagg agcggtacca gaagatcggg gacaccaaac gcgccacgcc catcgaggtg 1680 
ctctgcgaga acttcccaga ggagatggcc acgtacctgc gctatgtgcg gcgcctggac 1740 
ttcttcgaga agcccgacta tgactacctg cggaagctct tcaccgacct cttcgaccgc 1800 
agtggcttcg tgttcgacta tgagtacgac tgggccggga agcccctgcc gacccccatc 1860 
ggcaccgtcc acaccgacct gccctcccag cctcagctcc gggacaaagc ccagccgcac 1920 
agcaaaaacc aggcgttgaa ctccaccaac ggggagctga atgcggacga ccccacggcc 1980 
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ggccactcca acgccccgat cacagcgcct 
atgctgcacc aaagctcggg cgccgcgggc 
cctggcaagg ggcgggtggg cgctgccagg 
ggctgcgccc cggcgcctgg aacccgaggt 
ccctcagccc tgccgcgtgg ggcgcgtggg 
cccggcaagc agccggagac aaaacgcctt 
tgcaggggcc tgggggcggc cctggactgg 
gctgccgggc agagtggagc agcttggggc 
ttttgcttta ccaagtgtac agaaatggca 
atagaattta ggggcttttt taaaaaaata 
agggatttgt ctgggctttc cacgaagctt 
tcctgcctgt ccgggacgag tccggagcgg 
atgaggcgga aggtaaggaa gatggaagca 
gggcaggaga cgagtgttca cgtaccatgg 
cccgggggtc ccgttccccg acactacaca 
caggcaggat ggtcctggct gctctgacgg 
gcagcagggc agaaaacatc tccacggggg 
ctcccagaag aacagcggaa actgcaggca 
ccgccccgtg ccttctcccc agacaacacc 
taccaccgta atatgttgtg acaaagcaga 
gagggaaatg gaatgagctc atcgatggtt 
cttgtcatgt gctttatata tttacccaca 

<210> 74 

<211> 3910 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7526193CB1 



gcagaggtgg aggtggccga tgaaaccaaa 2040 
acggctgctg cagtctcttc ccagcctggc 2100 
cgggtgcttc tcgacgcact tgctcccgga 2160 
gggaggaccg gttggtgtca ccctgctcgg 2220 
cacggagctt cttgcctctc tgctccgaca 2280 
aaagcccccg gcccagccct gcaggtatat 2340 
cgggcggttc cccagtgggg tgccctggag 2400 
cgtgcccagg gcggtggctg tgagtctagt 2460 
tttacgtttc tctgatgctc ccttgaagcc 2520 
aaagaaaaat gaaaccaaac ccaagtgtag 2580 
gacctggaac gggcgttgct tccatcccca 2640 
ctggcggcct ccggtaacag aaaccgactg 2700 
gagggcagag ctgggctctg tctggggaga 2760 
aaaggggaag tcacacacat gcgacttggc 2820 
aacatacctg aaagcctcag cgacggggcc 2880 
cggaaggcct ccttgactcc ctctgttcac 2940 
ccacgacact gtgaagggaa tcagcagtag 3000 
ggtgaagacc ttgcagcact agccccggct 3060 
ccatacccgg cagcaagggt ggaagaccag 3120 
aataatgcac ctgtaagagt cagatggcaa 3180 
ttcccggcag tagcttgggg ataaggacta 3240 
tgttaa 3276 



<400> 74 

tgcggggggc tgggggggga acttagttgt 
tgccgagtcc ccacatacgc gccaccccac 
ggctgccgcc tcgccctctc ctccaggagt 
tgtgccgagc tacctttccc agcttgccct 
agaactctgt ctgcactgag accctcttcc 
ccatccgtgg cgacagaacg gcggttgcag 
cgaggggcac ttccggcggc ggttcacttc 
gcgcgcgggg gaggggcggc gggtcagtct 
gcgggcggga gccgagcgcg gccccggctc 
caggccggcc cggcggccgt gacaatgtcg 
gccgtctcaa gtttaaactt . acacgaatcg 
gattgacacg catattccta taggcatcct 
gggtggctcc tctccgaggt gaaatctgag 
aaaaaaaaaa aaaaaaaaaa tctagaaacc 
gcaagatgaa gaagtttttc gactcccggc 
gctccagcgg aggagggggc agcacctcgg 
tcggcatcgg gcgacagcag gtcacagtgg 
ttgtatttct ggtgaggaca agcaatggga 
acaatgagca tgatctccag gtgtgcaaga 
ggcacaagaa tattgtgggt tacattgatt 
tatgggaagt gctcattctg atggactttt 
accagcgcct gcaaacaggc tttacagaga 
gtgaagctgt tgcccgcctg catcagtgca 
ttgaaaacat cctcttgcat gaccgaggcc 
ccaacaaatt ccagaatcca caaactgagg 
aatacacaac gctgtcctat cgagcaccag 
tcactacgaa ggcagacatt tgggctcttg 
ctttgccatt tggggaaagt caggtggcaa 
attctcgata ttctcaagac atgcactgcc 
acaaaaggcc ggatatttac caggtgtcct 
gcccaattcc aaatgtacag aactctccca 



tggcagtttc ttcacgggat gtgtttaaat 60 
aaatctcctt cgaggccgtg gaggccacac 120 
atgctgggat ttgtagtcca gcagccggac 180 
gcggctcggg tgatatcaac agtcttttcc 240 
cccagtcctc ttctcgcggt cgactccttc 3 00 
gagaggcccc ggtccctcgc cgcgccgccc 360 
ctggttgggt ggatggagcc gggcgggagc 420 
ccgcccggcg ctcccgggat cagctggcgg 480 
tcgctgcagc gccgcctctt ctctgcgtcg 540 
cggggctggt agcagggcgc cggccgccga 600 
ctttetggag gaggagggga cccgctgcgc 660 
ccctcagccc ccacccccac ggccggattc 720 
aagaaatcct tggatctctt ttcttaaaaa 780 
atcggtattt tgctttgctg ctccctattc 840 
gagagcaggg cggctctggc ctgggctccg 900 
gcctgggcag tggctacatc ggaagagtct 960 
acgaggtgtt ggcggaaggt ggatttgcta 1020 
tgaaatgtgc cttgaaacgc atgtttgtca 1080 
gagaaatcca gataatgagg gatctttcag 1140 
ctagtatcaa caacgtgagt agcggtgatg 1200 
gtagaggtgg ccaggtggta aacctgatga 1260 
atgaagtgct ccagatattt tgtgatacct 1320 
aaactcctat tatccaccgg gacctgaagg 1380 
actatgtcct gtgtgacttt ggaagcgcca 1440 
gagtcaatgc agtagaagat gagattaaga 1500 
aaatggtcaa cctgtacagt ggcaaaatca 1560 
gatgtttgtt gtataaatta tgctacttca 1620 
tttgtgatgg aaacttcaca attcctgata 1680 
taattaggta tatgttggaa ccagaccctg 1740 
acttctcatt taagctactc aagaaagagt 1800 
ttcctgcaaa gcttcctgaa ccagtgaaag 1860 
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ccagtgaggc agctgcaaaa aagacccagc 
ccacagagac ttcaattgca ccccgccaga 
caggaatcct tcccatccag ccagcgctga 
cacctcaggc tgcaggatcc agcaatcagc 
aaccccaagc cccacccagc cagcctctgc 
ctcccactcc acagcagacg ccttctactc 
ccacacccca gcaccagcag caactcttcc 
cgccagcaca gcagcagccg gcaggcacgt 
agtttcaggc agtacatcca gcaacccagc 
cccaaggagg ctctcaacag cagctaatgc 
aacaacaaca gcaacagcaa cagctggcca 
agcaggctgc cttgcagcaa aagcccacta 
cagctgcagc cccacagcca gcccctgccc 
gacaacagcc aaaggttcag acaaccccac 
ctctcactcc accctcatcc cccaaaaccc 
acgtaaccca cagtgcagtc tttggggtcc 
cagctgcagc tgaggccagt ctcaataagt 
ctcctcggac ctctcaacaa aacgtttata 
ttgatgacga taatttctcc aaactcacag 
agcttgggga aggcaaacat cccgagaagc 
gctttcaatc aacccaaggt gatgcttttg 
aactaattga gggactcaaa tctcctgaca 
tgacagatcc ttttggtagc acttctgatg 
agagtctcat accaggactg gagcccccag 
ctgtgacctc gaatcgcaca gattctctca 
tgctctctaa ccctactact gaccttctgg 
cagtccataa agctgcagaa gatagtaatc 
cggacaaggt ggctgaagat gagtttgacc 
aaggtgggca ctctagaaac agcagtggga 
ggtctttact gctggtggat cagctcatag 
gttctgtaac cttcataccg taaaatacat 
tttttaaaaa aatctgcaaa taaggggccc 
tcctgtagaa atgataagga aagaaaatca 
tcctccttgt tagtttgctg tgttttctca 
caagcactag 



caaaggccag actgacagat cccattccca 1920 
ggcctaaagc tgggcagact cagccgaacc 1980 
caccccggaa gagggccact gttcagcccc 2040 
ctggcctttt agccagtgtt ccccaaccaa 2100 
cgcaaactca ggccaagcag ccacaggctc 2160 
aggcccaggg tctgcccgct caggcccagg 2220 
tcaagcagca acagcagcag caacagccac 2280 
tttaccagca gcagcaggcc cagactcagc 2340 
aaccagcaat tgctcagttc cctgtggtgt 2400 
agaatttcta ccagcagcag cagcagcagc 2460 
cagccctgca tcaacaacag ctgatgactc 2520 
tggcagcagg acagcagccc cagccacagc 2580 
aggagccagc gcagattcaa gccccagtaa 2640 
ctcctgccgt ccaggggcag aaagttggat 2700 
aacgtgctgg gcacaggcgt attctcagtg 2760 
ctgccagcaa atcaacccag ctgctccagg 2820 
ccaagtctgc aaccaccact ccatcaggct 2 880 
atccttcaga agggtctacg tggaatccct 2940 
ctgaagaact gctaaacaag gactttgcca 3 000 
ttggaggctc agctgagagt ttgatcccag 3060 
ctac'gacctc attttctgct ggaactgaaa 3120 
cttctcttct gctccctgac ctcttgccta 3180 
ctgtaattga aaaagctgat gttgctgttg 3240 
ttccccagcg cctcccatct cagacggaat 3300 
ccggggaaga ttccctgctt gattgctctc 3360 
aagagtttgc ccccacagca atctctgctc 3420 
tcatctcagg ttttgatgtc cctgagggct 3480 
ctattcctgt attgataacc aaaaacccac 3540 
gctctgagtc cagtcttccc aacctagcca 3600 
acctgtagcc gtgacccagt agcagatgca 3660 
tttcattacg gagttatgaa aaaaatgatt 3720 
tccagccctt ttctcctacc ccttgccttc 3780 
ctttgggcct ccagatattc cttgggcagt 3840 
ttacccttct tcaatagcat tatcttaaat 3900 

3910 



<210> 75 

<211> 4380 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526196CB1 



<400> 75 

gccgcggcgg aggggacggg gctaggccgg 
gcgcctacgt cacggcgtcg aggcggaaga 
ctgacccgga cggcgaggga gcgggagccc 
cggcgcagcc accgccatgt cgctgctgca 
ctccctgggc ggtgcttccg gccgcgacca 
gggcgagctg cggctgcggg tgcggcgggt 
tgaagctcaa gatgtgggga gtggcagaga 
agaggaaaag aacagagcca tcattcaaga 
gcccgccggc tgcctgagtg tgggttcggg 
cacagccccc tgagggccct gcctcctcct 
gtggtcagtg cacagaactg tggacatggt 
gcagaaaaag ctttccggcc acccgaacat 
aaaagaggag tcagacacgg ggcaggctga 
gcagctggtg gaatttttga agaaaatgga 
tctgaagatc ttctaccaga cgtgccgcgc 
catcatccac agggacctca aggttgagaa 
gctgtgtgac tttggcagtg ccacgaccat 
ccagaggcga gccctggtgg aggaagagat 



gtcgccgcct gacgcgacgc gtcctcacgg 60 
tggtgcacct ccgggccggc ggttgctgag 120 
gagcccgacc actccggctg ccgcggggtg 180 
gtcggcgctc gacttcttgg cgggtccagg 240 
gagtgacttc gtggggcaga cggtggaact 3 00 
cctggccgaa ggagggtttg catttgtgta 360 
gtatgcatta aagaggctat tatccaatga 420 
agtttgcttc atgctctgtt cactcggaga 480 
tggacacagc cacgcctcag cctccctgcg 540 
gccacgcgcg ggatggactt tggtgtcgct 600 
tatgtacgtt ctcctttaaa caagacaact 660 
tgtccagttt tgttctgcag cgtctatagg 720 
gttcctcttg ctcacagagc tctgtaaagg 780 
atctcgaggc cccctttcgt gcgacacggt 840 
cgtgcagcac atgcaccggc agaagccgcc 900 
cttgttgctt agtaaccaag ggaccattaa 960 
ctcgcactac cctgactaca gctggagcgc 1020 
cacgaggaat acaacaccaa tgtatagaac 1080 
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accagaaatc atagacttgt attccaactt cccgatcggc gagaagcagg atatctgggc 1140 
cctgggctgc atcttgtacc tgctgtgctt ccggcagcac ccttttgagg atggagcgaa 1200 
acttcgaata gtcaatggga agtactcgat ccccccgcac gacacgcagt acacggtctt 1260 
ccacagcctc atccgcgcca tgctgcaggt gaacccggag gagcggctgt ccatcgccga 1320 
ggtggtgcac cagctgcagg agatcgcggc cgcccgcaac gtgaacccca agtctcccat 1380 
cacagagctc ctggagcaga atggaggcta cgggagcgcc acactgtccc gafcrggccacc 1440 
ccctcccgtg ggccccgctg gcagtggcta cagtggaggc ctggcgctgg cggagtacga 1500 
. ccagccgtat ggcggcttcc tggacattct gcggggtggg acagagcggc tcttcaccaa 1560 
cctcaaggac acctcctcca aggtcatcca gtccgtcgct aattatgcaa agggtgacct 1620 
ggacatatct tacatcacat ccagaattgc agtgatgtca ttcccagcag aaggtgtgga 1680 
gtcagcgctc aaaaacaaca tcgaagatgt gcggttgttc ctggactcca agcacccagg 1740 
gcactatgcc gtctacaacc tgtccccgag gacctaccgg ccctccaggt tccacaaccg 1800 
ggtctccgag tgtggctggg cagcacggcg ggccccacac ctgcacaccc tgtacaacat 1860 
ctgcaggaac atgcacgcct ggctgcggca ggaccacaag aacgtctgcg tcgtgcactg 1920 
catggacggg agagccgcgt ctgctgtggc cgtctgctcc ttcctgtgct tctgccgtct 1980 
cttcagcacc gcggaggccg ccgtgtacat gttcagcatg aagcgctgcc caccaggcat 2040 
ctggccatcc cacaaaaggt acatcgagta catgtgtgac atggtggcgg aggagcccat 2100 
cacaccccac agcaagccca tcctggtgag ggccgtggtc attgacaccc gtgccgcgtg 2160 
ttcagcaagc agaggagcgg ctgcaggccc ttctgcgagg tctacgtggg ggacgagcgt 2220 
gtggccagca cctcccagga gtacgacaag atgcgggact ttaagattga agatggcata 2280 
ggggtgattc ccctgggcgt cacggtgcaa ggagacgtgc tcatcgtcat ctatcacgcc 2340 
cggtccactc tgggcggccg gctgcaggcc aagatggcat ccatgaagat gttccagatt 2400 
cagttccaca cggggtttgt gcctcggaac gccaccactg tgaaatttgc caagtatgac 2460 
ctggacgcgt gtgacattca agaaaaatac ccggatttat ttcaagtgaa cctggaagtg 2520 
gaggtggagc ccagggacag gccgagccgg gaagccccac catgggagaa ctcgagcatg 2580 
agggggctga accccaaaat cctgttttcc agccgggagg agcagcaaga cattctgtct 2640 
aagtttggga agccggagct tccccggcag cctggctcca cggctcagta tgatgctggg 2700 
gcagggtccc cggaagccga acccacagac tctgactcac cgccaagcag cagcgcggac 2760 
gccagtcgct tcctgcacac gctggactgg caggaagaga aggaggcaga gactggtgca 2820 
gaaaatgcct cttccaagga gagcgagtct gccctgatgg aggacagaga cgagagtgag 2880 
gtgtcagatg aagggggatc cccgatctcc agcgagggcc aggaacccag ggccgaccca 2940 
gagccccccg gcctggcagc agggctggtg cagcaggact tggtttttga ggtggagaca 3 000 
ccggctgtgc tgccagagcc tgtgccacag gaagacgggg tcgacctcct gggcctgcac 3 060. 
tccgaggtgg gcgcagggcc agctgtaccc ccgcaggcct gcaaggcccc ctccagcaac 3120 
accgacctgc tcagctgcct ccttgggccc cctgaggccg cctcccaggg gcccccggag 3180 
gatctgctca gcgaggaccc gctgctcctg gcaagcccgg cccctcccct gagcgtgcag 3240 
agcccccaag aggagggccc cctgccgctg ctgacccctt tggcccgctt ctgccgtctt 33 00 
caggcaacaa ctcccagccc tgctccaatc ctgatctctt cggcgaattt ctcaafctcgg 3360 
actctgtgac cgtcccacca tccttcccgt ctgcccacag cgctccgccc ccatcctgca 3420 
gcgccgactt cctgcacctg ggggatctgc caggagagcc cagcaagatg acagcctcgt 3480 
ccagcaaccc agacctgctg ggaggatggg ctgcctggac cgagactgca gcgtcggcag 3540 
tggcccccac gccagccaca gaaggccccc tcttctctcc tggaggtcag ccggcccctt 3600 
gtggctctca ggccagctgg accaagtctc agaacccgga cccatttgct gaccttggcg 3 660 
acctcagctc cggcctccaa gacccccaag cccagagcac agtgagccca aggggacagc 3720 
gtgtctgcac ctgttccagg cgactgccaa ctggcaagct aaaaccggga gttgctgaca 3780 
ctggcactgc tgccagcccc caccggcatt gtggctcacc agctggattc cctcctgggg 3840 
gcttcattcc caaaacggcc accacgccca aaggcagcag ctcctggcag acaagtcggc 3900 
cgccagccca gggcgcctca tggccccctc aggccaagcc gccccccaaa gcctgcacac 3960 
agccaaggcc taactatgcc tcgaacttca gtgtgatcgg ggcgcgggaa gagcgggggg 4020 
tccgcgcacc agctttgctc aaaaccaaaa gtctctgaga acgactttga agattgttgt 4080 
ccaataaggc ttctcctcca ggtctgaaag aaagggcaaa gacattgcag agatgaggag 4140 
aggacctggc taaagacacg gacccactca agctgaagct cctggactgg attgagggca 4200 
aggagcggaa catccgggcc ctgctgtcca cgctgcacac agtgctgtgg gacggggaga 4260 
gccgctggac gcccgtgggc atggccgacc tggtggctcc ggagcaagtg aagaagcact 4320 
atcgccgcgc ggtgctggct gtgcaccccg acaaggtgag cagagctgcc aggcggccgc 4380 

<210> 76 
<211> 4293 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526198CB1 
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<400> 76 

gccgcggcgg aggggacggg gctaggccgg gtcgccgcct gacgcgacgc gtcctcacgg 60 
gcgcttacgt cacggcgtcg aggcggaaga tggtgcacct ccgggccggc ggttgctgag 120 
ctgacccgga cggcgaggga gcgggagccc gagcccgacc actccggctg ccgcggggtg 180 
cggcgcagcc accgccatgt cgctgctgca gtcggcgctc gacttcttgg cgggtccagg 240 
ctccctgggc ggtgcttccg gccgcgacca gagtgacttc gtggggcaga cggtggaact 300 
gggcgagctg cggctgcggg tgcggcgggt cctggccgaa ggagggtttg catttgtgta 360 
tgaagctcaa gatgtgggga gtggcagaga gtatgcatta aagaggctat tatccaatga 420 
agaggaaaag aacagagcca tcattcaaga agtttgcttc atgaaaaagc tttccggcca 480 
cccgaacatt gtccagtttt gttctgcagc gtctatagga aaagaggagt cagacacggg 540 
gcaggctgag ttcctcttgc tcacagagct ctgtaaaggg cagctggtgg aatttttgaa 600 
gaaaatggaa tctcgaggcc ccctttcgtg cgacacggtt ctgaagatct tctaccagac 660 
gtgccgcgcc gtgcagcaca tgcaccggca gaagccgccc atcatccaca gggacctcaa 720 
ggttgagaac ttgttgctta gtaaccaagg gaccattaag ctgtgtgact ttggcagtgc 780 
cacgaccatc tcgcactacc ctgactacag ctggagcgcc cagaggcgag ccctggtgga 840 
ggaagagatc acgaggaata caacaccaat gtatagaaca ccagaaatca tagacttgta 900 
ttccaacttc ccgatcggcg agaagcagga tatctgggcc ctgggctgca tcttgtacct 960 
gctgtgcttc cggcagcacc cttttgagga tggagcgaaa cttcgaatag tcaatgggaa 1020 
gtactcgatc cccccgcacg acacgcagta cacggtcttc cacagcctca tccgcgccat 1080 
gctgcaggtg aacccggagg agcggctgtc catcgccgag gtggtgcacc agctgcagga 1140 
gatcgcggcc gcccgcaacg tgaaccccaa gtctcccatc acagagctcc tggagcagaa 1200 
tggaggctac gggagcgcca cactgtcccg agggccaccc cctcccgtgg gccccgctgg 1260 
cagtggctac agtggaggcc tggcgctggc ggagtacgac cagccgtatg gcggcttcct 1320 
ggacattctg cggggtggga cagagcggct cttcaccaac ctcaaggaca cctcctccaa 1380 
ggtcatccag tccgtcgcta attatgcaaa gggtgacctg gacatatctt acatcacatc 1440 
cagaattgca gtgatgtcat tcccagcaga aggtgtggag tcagcgctca aaaacaacat 1500 
cgaagatgtg cggttgttcc tggactccaa gcacccaggg cactatgccg tctacaacct 1560 
gtccccgagg acctaccggc cctccaggtt ccacaaccgg gtctccgagt gtggctgggc 1620 
agcacggcgg gccccacacc tgcacaccct gtacaacatc tgcaggaaca tgcacgcctg 1680 
gctgcggcag gaccacaaga acgtctgcgt cgtgcactgc atggacggga gagccgcgtc 1740 
tgctgtggcc gtctgctcct tcctgtgctt ctgccgtctc ttcagcaccg cggaggccgc 1800 
cgtgtacatg ttcagcatga agcgctgccc accaggcatc tggccatccc acaaaaggta 1860 
catcgagtac atgtgtgaca tggtggcgga ggagcccatc acaccccaca gcaagcccat 1920 
cctggtgagg gccgtggtca tgacacccgt gccgctgttc agcaagcaga ggagcggctg 1980 
caggcccttc tgcgaggtct acgtggggga cgagcgtgtg gccagcacct cccaggagta 2040 
cgacaagatg cgggacttta agattgaaga tggcatagcg gtgattcccc tgggcgtcac 2100 
ggtgcaagga gacgtgctca tcgtcatcta tcacgcccgg tccactctgg gcggccggct 2160 
gcaggccaag atggcatcca tgaagatgtt ccagattcag ttccacacgg ggtttgtgcc 2220 
tcggaacgcc accactgtga aatttgccaa gtatgacctg gacgcgtgtg acattcaaga 2280 
aaaatacccg gatttatttc aagtgaacct ggaagtggag gtggagccca gggacaggcc 23 40 
gagccgggaa gccccaccat gggagaactc gagcatgagg gggctgaacc ccaaaatcct 2400 
gttttccagc cgggaggagc agcaagacat tctgtctaag tttgggaagc cggagcttcc 2460 
ccggcagcct ggctccacgg ctcagtatga tgctggggca gggtccccgg aagccgaacc 2520 
cacagactct gactcaccgc caagcagcag cgcggacgcc agtcgcttcc tgcacacgct 2580 
ggactggcag gaagagaagg aggcagagac tggtgcagaa aatgcctctt ccaaggagag 2640 
cgagtctgcc ctgatggagg acagagacga gagtgaggtg tcagatgaag ggggatcccc 2700 
gatctccagc gagggccagg aacccagggc cgacccagag ccccccggcc tggcagcagg 27 60 
gctggtgcag caggacttgg tttttgaggt ggagacaccg gctgtgctgc cagagcctgt 2820 
gccacaggaa gacggggtcg acctcctggg cctgcactcc gaggtgggcg cagggccagc 2880 
tgtacccccg caggcctgca aggccccctc cagcaacacc gacctgctca gctgcctcct 2940 
tgggccccct gaggccgcct cccaggggcc cccggaggat ctgctcagcg aggacccgct 3000 
gctcctggca agcccggccc ctcccctgag cgtgcagagc accccaagag gagggccccc 3060 
tgccgctgct gacccctttg gcccgcttct gccgtcttca ggcaacaact cccagccctg 3120 
ctccaatcct gatctcttcg gcgaatttct caattcggac tctgtgaccg tcccaccatc 3180 
cttcccgtct gcccacagtg ctccgccccc atcctgcagc gccgacttcc tgcacctggg 3240 
ggatctgcca ggagagccca gcaagatgac agcctcgtcc agcaacccag acctgctggg 33 00 
aggatgggct gcctggaccg agactgcagc atcggcagtg gcccccacgc cagccacaga 33 60 
aggccccctc ttctctcctg gaggtcagcc ggccccttgt ggctctcagg ccagctggac 3420 
caagtctcag aacccggacc catttgctga ccttggcgac ctcagctccg gcctccaaga 3480 
cccccaagcc cagagcacag tgagcccaag gggacagcgt gtctgcacct gttccaggcg 3540 
actgccaact ggcaagctaa aaccgggagt tgctgacact ggcactgctg ccagccccca 3600 
ccggcattgt ggctcaccag ctggattccc tcctgggggc ttcattccca aaacggccac 3660 
cacgcccaaa ggcagcagct cctggcagac aagtcggccg ccagcccagg gcgcctcatg 3720 
gccccctcag gccaagccgc cccccaaagc ctgcacacag ccaaggccta actatgcctc 3780 
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gaacttcagt gtgatcgggg cgcgggagga gcggggggtc cgcgcaccca gctttgctca 3840 
aaagccaaaa gtctctgaga acgactttga agatctgttg tccaatcaag gcttctcctc 3900 
caggtctgac aagaaagggc caaagaccat tgcagagatg aggaagcagg acctggctaa 3960 
agacacggac ccactcaagc tgaagctcct ggactggatt gagggcaagg agcggaacat 4020 
ccgggccctg ctgtccacgc tgcacacagt gctgtgggac ggggagagcc gctggacgcc 4080 
cgtgggcatg gccgacctgg tggctccgga gcaagtgaag aagcactatc gccgcgcggt 4140 
gctggccgtg caccccgaca aggctgcggg gcagccgtac gagcagcacg ccaagatgat 4200 
cttcatggag ctgaatgacg cctggtcgga gtttgagaac cagggctccc ggcccctctt 4260 
ctgaggccgc agtggtggtg gctgcgcaca cag 4293 

<210> 77 

<211> 6538 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7526208CB1 

<400> 77 

ggagttactc agaagggaag ggaaggtgtg gttgtgcggc ggagtttttg ctttcattct 60 
tttaacgttc acagccaaag caaaggcctt tggggattgc cagagtctca gccaccatcc 120 
tggaaaacag cgggggaggt gggcctggag gtggcaagtg taatgtggct caggggccgt 180 
cattgcccct tgcagaaggg gctgcggggg agggagaaaa cctgcgcccg gttctgggga 240 
gctggcgacg cagtgaaccc tgctgaggct gggttttgcc ccgacagtcg ctggtggctg 300 
tgggaagggt tgggaccctt ctctgagagc agtgaacagc ccacatccgg cccctgctgt 360 
gtcaactctg agcggcgtgg agatgaagtg gttgctctcc cttgctcggc ccaccgggtg 420 
tcgtggcccg ggaaccggcc tggagaagtc cctgctgccc ggcgcccaaa acaggggcgt 480 
gggcttccgc gacccagggc ggctgccccg ggccatcctc gagttgccct gcatcttccc 540 
gctcagtcag ccccagattg aggcagcctt ctctgtgcgg gtttaaatgg gtaactgtga 600 
cttctcgcct cattcaccca aacctccagt cttctccccc gcacatcctc ctccacccac 660 
ctggtttctc cctagactgg tgtgctcgtg tgtgcaacca aaggagggag tgcgagagat 720 . 
ccacgaaggg acaggcttgg agtcgctaga gggaggtgtg ggaccagcga ggagggggct 780 
tcgccaggga gggggtgctg gcaggcggag ggagcggcgg gaggaggcgc cggaggagga 840 
gacggaggcc tggggacggc agaagaggct tcgcctgagc cgagcgctct ttctctcgcc 900 
gcgccgtctt gaagccgcgc gggctcgtga gcagcgcgag gccgccaagg tgcctcgctt 960 
cgccggagcc gctgccgccc gccggaggga agccggcctc gggcgcgcac gctcgtcgga 1020 
gccccggcgc gccccgcgcc tgagcctgct gacagcgccg cggggccagt cccggggtta 1080. 
gccgcgcgtc tgctcgcttc tggtccgtcg cgctcccagc cagggcacag cccggaccga 1140 
ggatggcttc gaccacaacc tgcaccaggt tcacggacga gtatcagctt ttcgaggagc 1200 
ttggaaaggg ggcattctca gtggtgagaa gatgtatgaa aattcctact ggacaagaat 1260 
atgctgccaa aattatcaac accaaaaagc tttctgctag ggtgcgactt catgatagca 1320 
tatcagaaga gggctttcac tacttggtgt ttgatttagt tactggaggt gaactgtttg 13 80 
aagacatagt ggcaagagaa tactacagtg aagctgatgc cagtcattgc attcagcaga 1440 
tcctggaggc tgtgctacac tgccatcaga tgggcgtggt ccatcgggac ctgaagcctg 1500 
agaatttgct tttagctagc aaatccaagg gagcagctgt gaaattggca gactttggct 1560 
tagccataga agttcaaggg gaccagcagg cgtggtttgg ttttgctggc acacctggat 1620 
atctttctcc agaagtttta cgtaaagatc cttatggaaa gccagtggat atgtgggcat 1680 
gtggtgtcat tctctatatt ctacttgtgg ggtatccacc cttctgggat gaagaccaac 1740 
acagactcta tcagcagatc aaggctggag cttatgattt tccatcacca gaatgggaca 1800 
cggtgactcc tgaagccaaa gacctcatca ataaaatgct tactatcaac cctgccaaac 1860 
gcatcacagc ctcagaggca ctgaagcacc catggatctg tcaacgttct actgttgctt 1920 
ccatgatgca cagacaggag actgtagact gcttgaagaa atttaatgct agaagaaaac 1980 
taaagggtgc catcttgaca actatgctgg ctacaaggaa tttctcagca gccaagagtt 2040 
tgttgaagaa accagatgga gtaaagaaaa ggaagtccag ttcgagtgtt cagatgatgg 2100 
agtcaactga gagttcaaat acaacaattg aggatgaaga tgtggaagca cgaaagcaag 2160 
agattatcaa agtcactgaa caactgatcg aagctatcaa caatggggac tttgaagcct 2220 
acacaaaaat ctgtgaccca ggccttactg cttttgaacc tgaagctttg ggtaatttag 2280 
tggaagggat ggattttcac cgattctact ttgaaaatgc tttgtccaaa agcaataaac 2340 
caatccacac tattattcta aaccctcatg tacatctggt aggggatgat gccgcctgca 2400 
tagcatatat taggctcaca cagtacatgg atggcagtgg aatgccaaag acaatgcagt 2460 
cagaagagac tcgtgtgtgg caccgccggg atggaaagtg gcagaatgtt cattttcatc 2520 
gctcggggtc accaacagta cccatcaagc caccctgtat tccaaatggg aaagaaaact 2580 
tctcaggagg cacctctttg tggcaaaaca tctaaggcct gaaaaccatt cacatatggg 2640 
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tcttctaaat ttcaacagtg ccacttctgc 
accctgggcc gtcctctcct cctcttcatg 
tcctacatgt aatgcatatg tgatgcatca 
ttacacttca actacgggga tgttccacac 
ggggagatta gacaaaaaaa aaaatccaca 
ctctgttaat gccaagattt aacagactta 
agagaaatgt aaatttttta gaactctttg 
tttttttttt tttaaggtaa aaaaaaaata 
aaaatggatg atttttcatt gaaagttttg 
gggcaaaatc acttatgaaa gtagaagcaa 
atgctgtttt tggtcaaact gtgtaaactg 
actttaggat atattcacat tgttttggtg 
caaatctgtg atctcttttc tttatcctgt 
tttcttttgg ttccattctt ttcttacttt 
tagtagtgtg tgagaaaaga atagaagtga 
aaagtctttt gaaggtagct atactagcac 
ttgtcaagat tttaaaggtt tataattctg 
aactatgttg gaggtatttg cattgtttaa 
ctgcaacgtc ttactgattg ggacagttgc 
gttttatgca aacgcactca cctccgcctt 
actagctagt tttctagtgt tagagaggct 
tgaacttgat ctttgtgact tgtgcttittt 
gtcttcctcc aaggagttag aatttcccag 
ttctttgtgc ttctcatttt tcctttgttg 
ctgaagtgct ttacagtgca tggaatctcc 
agtcctcaga agcctatttt taaagcagaa 
acccttcctc ttttctctca tctcacctct 
attgctagtg gatgtatggt agatgggttg 
aaacaacata tatatttaaa ataaatatat 
ccaatgagat ctgtgaaaaa ataatggcct 
tttgtgaagc agctatacgt ggcatacatg 
gtttttttta cacttttaac ttagcatgtg 
tcttccgcac taagatgtga ggaaattgtg 
catttattat cttctatcat tttgaaacac 
tcttgccata atggtaaagg actgattgat 
tgctgacagt gcgtccatct ttatttcttc 
tgctggccag tgtcaagggc agtgtgtcct 
gcacttggtg aggaggacaa tatagttaac 
gtaccctcca atccagcctt cacatggctg 
ccttgtaaca ctttgatgtt atcatttctg 
ctccccagct tgaacttgag catacatgga 
tcacacttgc tcacatgcct gtttatgctg 
aaatagtctc ttcccctact tcttttcctg 
cagcatcatg ctccacagca aaccttccta 
aaacctacat aatagattgt atttacctct 
ttctatttgt gtctcctcta ctgcagtata 
tcattgcatt cctaaaccca aaccaaggcc 
ttgaattgag gccaagccct tttgataaca 
gttttaatga tgggttctct caccactgtc 
ctgaccctca gtttccatat ttgtaaaatg 
tgtgaggatt aatgggtaca gagtgactag 
agtataacta ttctgatcac tgacattaat 
gggtatacaa ctcttgtttt gctgttgggc 
ctgaggatat actcggactc aaatgtctca 
gtcatctagc tgaatgtagg aaaaatgaaa 
attttcaagg aatattaatc ttcacccaaa 
taagggtaaa catagatgac acagctttcg 
ttctatgaac ctttcatggc tctgtggtct 
acaaaaagat tacaatgaag atcaggtact 
gctgtcataa accaccctaa cctgagaaag 
ttctctcaga caaaaccaat tctcagaaga 
aggaaaagtt gataacagat taagcagtaa 
tttgctgctt tacaacagaa aaaaaaaatt 
ttttttaaat gtcaccaaca tttaaaaatt 



attctctgtt ctcaaggcac ctggatggtg 2700 
catgtttctg agtgcatgaa gttgtgaagg 2760 
tcttatcata tattccttcc tatacattgt 2820 
aaacttaaat tactgttggc aaaacaatag 2880 
atattccaag tacaactctt catcaagttt 2940 
agaactattg ttctctgaat gacagttgta 3000 
ctgttaatct gttttggttt gtttggtttt 3060 
caccttcagt ttcctggtgt gatcctggtt 3120 
ctgattaaca attaaagtgg gatgatatgt 3180 
gaatcagttg gtttgctacc acataaagcc 3240 
gaaaaattca catcatttct gagtttaatc 3300 
aatttgctga attgaattgt ttttctttct 3360 
ttctttgttc ctttcgtttg ctttcttatt 3420 
tttccctttt ccttttttgg ggaggctggc 3480 
aatttgcata atgaatgtaa aagggaaata 3540 
ttttgatcat cttcagggcc cacaaaaatg 3600 
cttaagctct agtttggact taggtatcct 3660 
agttaggata aaagcaagtt cctcctgtga 3720 
caggaggata ccaacttgat agcagagggg 3780 
ggggaatgaa agggtcactt ctgcatcatc 3840 
tacaaatgtt tgccattctc ataagtgttt 3900 
ttagcttctc tcttgaatca gagtatcatt 3960 
tttaaaacaa aaagggaaat gtcctaggtt 4020 
attcaattcc tgtgattttt gttctcttcc 4080 
atcattgtta ttttaacgat agtaattcac 4140 
gcaaaaaaga aaaacaaaat aacaaaaaca 4200 
ctgtgttgat tactaatcat cttagatatt 4260 
aagcttttct gataattatt acacaattta 4320 
acagtaaata tattgagcca tgttaacctg 4380. 
catttttctc tttttaattt cttttaccct 4440 
tatttaaaga aaaaaaaata gatgtagagt 4500 
gtgttgaagt attactgtag atcaagtttg 4560 
atttgttctc tccaccacaa atgaattaca 4620 1 
tgcagtttac, catgggacac tgtatatatt 4680- 
atatttaaga gttaataaat ttgtgatttc 4740 
agaagaggta ctgtatgtat gcctgcatag 4800 
actctggtct catttagtac ataacaattt 4860 
aactaagact cctaaaagct tctctaaact 4920 
cttttttttt tttttttaat acgaacctgt 4980. 
ggatacaggc aagcacccca gctcctgcta 5040 
tgctcagctt cttttgattt gctaaaaaca 5100 
ttcatgttgt ttatgtttct tacctagaat 5160 
acttcttact ttttcctaag attcagtgta 5220 
ggccctattc tgggcttgcc ttccctctca 5280 
cctgtcaacc acattgtttt gaaaatatat 5340 
atgtctccat gggcaagaac tgtgtattca 5400 
aggaatggag atatcattga taaatagttg 5460 
gaagcctcaa ggggtaccca gatagtcctt 5520 
ttgatgctct gagcaagtta cctcttccct 5580 
agaataaaca taccaactta ataaagatat 5640 
aatgatattt gatagaaatt aaatggtagc 5700 
attcctattg ttattattct ttactcacga 5760 
tgccctcttt atgtaggttt actgttaatg 5820 
gcagaaggct gagagacacc aaatgaagtg 5880 
tgtagtagca aatcagtata ttctaaggaa 5940 
ttttgaattt ttatgtaaaa aattataatt 6000 
agtgatttca ttgaataaaa ttctactgac 6060 
ttttatcaga ttttttaaag gtgagaatgt 6120 
agaccatgtg tccatgaacg tgaacaaaca 6180 
cagcaggaag catttacagc attcctgctt 6240 
gagctagaat gttctcctgc agactggagt 6300 
ttgtactcca gaaggatttg catttaggct 6360 
cttgtttgtc cgtaaaaagt gtttttatgt 6420 
ggatatgtca tgtaaaagtc aagatttctg 6480 



83/95 



WO 2004/098539 



PC17US2004/009215 



gcttaattaa tttgaaaaag tgtaaggtct gccccactgg ttctgtgttc actacagc 6538 



<210> 78 

<211> 2349 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



7526212CB1 



<400> 78 

ggagttactc 

tttaacgttc 

tggaaaacag 

cattgcccct 

gctggcgacg 

tgggaagggt 

gtcaactctg 

tcgtggcccg 

gggcttccgc 

gctcagtcag 

cttctcgcct 

ctggtttctc 

ccacgaaggg 

tcgccaggga 

gacggaggcc 

gcgccgtctt 

cgccggagcc 

gccccggcgc 

gccgcgcgtc 

ggatggcttc 

ttggaaaggg 

atgctgccaa 

tatcagaaga 

aagacatagt 

tcctggaggc 

agaatttgct 

tagccataga 

atctttctcc 

gtggtgtcat 

acagactcta 

cggtgactcc 

gcatcacagc 

ccatgatgca 

taaagggtgc 

tgttgaagaa 

atgaagatgt 

gcgggcagat 

gtctctacta 

actctggagg 

gagatca,ca 



agaagggaag 
acagccaaag 
cgggggaggt 
tgcagaaggg 
cagtgaaccc 
tgggaccctt 
agcggcgtgg 
ggaaccggcc 
gacccagggc 
ccccagattg 
cattcaccca 
cctagactgg 
acaggcttgg 

gggggtgctg 
tggggacggc 
gaagccgcgc 
gctgccgccc 
gccccgcgcc 
tgctcgcttc 
gaccacaacc 
ggcattctca 
aattatcaac 
gggctttcac 
ggcaagagaa 
tgtgctacac 
tttagctagc 
agttcaaggg 
agaagtttta 
tctctatatt 
tcagcagatc 
tgaagccaaa 
ctcagaggca 
cagacaggag 
catcttgaca 
accagatgga 
gaaaggcacg 
cacctgaggt 
aaaatacaaa 
ctgagacagg 



ggaaggtgtg 
caaaggcctt 
gggcctggag 
gctgcggggg 
tgctgaggct 
ctctgagagc 
agatgaagtg 
tggagaagtc 
ggctgccccg 
aggcagcctt 
aacctccagt 
tgtgctcgtg 
agtcgctaga 
gcaggcggag 
agaagaggct 
gggctcgtga 
gccggaggga 
tgagcctgct 
tggtccgtcg 
tgcaccaggt 
gtggtgagaa 
accaaaaagc 
tacttggtgg 
tactacagtg 
tgccatcaga 
aaatccaagg 
gaccagcagg 
cgtaaagatc 
ctacttgtgg 
aaggctggag; 
gacctcatca 
ctgaagcacc 
actgtagact 
actatgctgg 
gtaaaggagt 
gtggctcacg 
caggagttca 
aattagctgg 
agaatcgctt 



gttgtgcggc 
tggggattgc 
gtggcaagtg 
agggagaaaa 
gggttttgcc 
agtgaacagc 
gttgctctcc 
cctgctgccc 
ggccatcctc 
ctctgtgcgg 
cttctccccc 
tgtgcaacca 
gggaggtgtg 
ggagcggcgg 
tcgcctgagc 
gcagcgcgag 
agccggcctc 
gacagcgccg 
cgctcccagc 
tcacggacga 
gatgtatgaa 
tttctgctag 
ttgatttagt 
aagctgatgc 
tgggcgtggt 
gagcagctgt 
cgtggtttgg 
cttatggaaa 
ggtatccacc 
cttatgattt 
ataaaatgct 
catggatctg 
gcttgaagaa 
ctacaaggaa 
caactgagag 
cctgtaatcc 
agaccagcat 
gtgtggtggc 
gaacccggga 



ggagtttttg 
cagagtctca 
taatgtggct 
cctgcgcccg 
ccgacagtcg 
ccacatccgg 
cttgctcggc 
ggcgcccaaa 
gagttgccct 
gtttaaatgg 
gcacatcctc 
aaggagggag 
ggaccagcga 
gaggaggcgc 
cgagcgctct 
gccgccaagg 
gggcgcgcac 
cggggccagt 
cagggcacag 
gtatcagctt 
aattcctact 
ggtgcgactt 
tactggaggt 
cagtcattgc 
ccatcgggac 
gaaattggca 
ttttgctggc 
gccagtggat 
cttctgggat 
tccatcacca 
tactatcaac 
tcaacgttct 
atttaatgct 
tttctcagca 
ttcaaataca 
cagcactttg 
ggccaacatg 
aggcacctgt 
ggtggaggtt 



ctttcattct 
gccaccatcc 
caggggccgt 
gttctgggga 
ctggtggctg 
cccctgctgt 
ccaccgggtg 
acaggggcgt 
gcatcttccc 
gtaactgtga 
ctccacccac 
tgcgagagat 
ggagggggct 
cggaggagga 
ttctctcgcc 
tgcctcgctt 
gctcgtcgga 
cccggggtta 
cccggaccga 
ttcgaggagc 
ggacaagaat 
catgatagca 
gaactgtttg 
attcagcaga 
ctgaagcctg 
gactttggct 
acacctggat 
atgtgggcat 
gaagaccaac 
gaatgggaca 
cctgccaaac 
actgttgctt 
agaagaaaac 
gccaagagtt 
acaattgagg 
ggaggtcgag 
gtgaaaccct 
aatcccagct 
gcagtgagcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620' 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2349 



<210> 79 

<211> 8015 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526213CB1 

<400> 79 

agccgggcag ctgcagcgga gccgcggagc gggcggcggg gcccaggctg tgcgcttggg 60 
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sragcgcggaa tgtgaggctt ggcgggccgc 
ccctcgcgga cgcccggctg cgcgccgggc 
cctccagctc gccggcggga ccatgaagaa 
cagcggcggc ggagcggcgg gtggcggggc 
ctccggcggc tcgtccgtgg gggtccgggt 
ggaagagtcg ctggccgaag tgatacagat 
ccgagtacca ctgatttcga gcgggcgaag 
attctccaca gttttcctcg tgcgtactca 
gtatgtcaat aacatgccag acctcaatgt 
gctatctggt cacaaaaata ttgtgggcta 
taatgtatgg gaagtcctta tcttaatgga 
aatgaataag aagctacaga cgggttttac 
tacctgtgaa gctgttgcaa ggttgcatca 
gaaggtagaa aatattttgt tgaatgatgg 
tgccactaat aaatttctta atcctcaaaa 
taaaaagtat acaactctgt catacagagc 
acccatcacc accaaggctg atatctgggc 
cttcactctt ccttttggtg agagtcaggt 
agacaattct cgttactccc gtaacataca 
tccggaacat agacctgata tatttcaagt 
ggattgtcca gtctccaaca tcaataattc 
gactgctagt gaagcagctg ctaggaaaag 
tggaccaaca gaaacctcaa ttgcaccaag 
tgccactccc agtgtgctga ccattcaaag 
tggtgaattc ggtaaccata gaccaaaagg 
tttattgggt cagggacctc ctcagcagcc 
acagcaggga gattggagat tacagcaact 
gcagcagcag cagcagcagc aacagcaaca 
gcagcagcag cagcagcagc agcaccacca 
atatgcagca gtatcaacat ggcaacacag 
atgcattcgg tatatcaacc acaaccttct 
tatcagcagg ctttctttca acagcagatg 
gcatcacctg aatatcttac ctcccctcaa 
tcatcacttc cagctcaggt tggaaccata 
gttgctgata aagaggccat tgcaaatttc 
gatatgtcag ggtggaatcc ttttggagag 
ctattggaca gagaatttga ccttctaaga 
tcatctataa atcaagaaaa tggcactgca 
gcatctaaag atcagcggac tggaaagaaa 
aatgatgaat ctgaaagtga ttttgaatca 
gaagagcaag atgatgaaga agttcttcag 
actgaaccag aaaatctggg tcataggcct 
gaggagaaac atagctctga ttctgattat 
agctctgtct acagagacag atctggcagt 
ctcacctcag cccaattatc ctctgatgtt 
gtatttggcg ctgtcccctt ctttgcagtg 
gaaaagaacc tccctcaaca caggtttcct 
gtattcacaa aggcgccttt tagcaagaag 
cctgaggcac atactatccc tggttatccc 
tttcagccct tcctcacatc aacaagtaaa 
gtgccctttg atgaaataac ggggagccag 
gaaactgtcc tctcgccaaa ggcgcacaaa 
gcatcatggc acgccaacta gcacaaagaa 
gagggctcgc aggcacaaaa aagtgggccg 
accatctcag actccaagga gaacattagt 
aatgtcttac aacctgagga gagcctgttg 
ccagacctgt catggcaccc tccacatcag 
actgtcctgc cagggcggcc aagacaaaat 
gtattgaaaa tggatgattt tggtgccgtg 
actccacatc agtcccaaca gtcccaacca 
tttccttcta aacagtagat acttctgatg 
agtgtgaaca gttttatgaa tttgaaagaa 
taaagatcag tcagaatagg tgatttctaa 
acagggtagt aacttgattc ctcttcagga 



agcacgctcg gacgggccag gggcggcgac 120 
cggggacttg cccttgcacg ctccctgcgc 180 
gttctctcgg atgcccaagt cggagggcgg 240 
tggcggggcc ggggccgggg ccggctgcgg 300 
gttcgcggtc ggccgccacc aggtcaccct 360 
gctgccggtt caggaaccac gtcttgagta 420 
aagactaaga agaaggtgct agagaggtgg 480 
cggtggaatc cgatgtgcat tgaagcgaat 540 
ttgtaaaagg gaaattacaa ttatgaaaga 600 
tttgggctgt gctgttaatt caattagtga 660 
atattgtcga gctggacagg tagtgaatca 720 
agaaccagaa gtgttacaga tattctgtga 780 
gtgtaagact ccaataattc accgggatct 840 
tgggaactat gtactttgtg actttggcag 900 
agatggagtt aatgtagtag aagaagaaat 960 
ccctgaaatg atcaaccttt atggagggaa 1020 
actgggatgt ctactctata aactttgttt 1080 
tgctatctgt gatggcaact tcaccatccc 1140 
ttgcttaata aggttcatgc ttgaaccaga 1200 
gtcatatttt gcatttaaat ttgccaaaaa 1260 
ttctattcct tcagctcttc ctgaaccgat 1320 
ccaaataaaa gccagaataa cagataccat 13 80 
acaaagacca aaggccaact ctgctactac 1440 
ttcagcaaca cctgttaaag tccttgctcc 1500 
ggcactaaga cctggaaatg gccctgaaat 1560 
gccacagcag catagagtac tccagcaact 1620 
ccatttacag catcgtcatc ctcaccagca 1680 
gcagcagcag caacagcaac agcagcagca 1740 
ccaccaccac cacactactt caagatgctt 1800 
cagcaacaga tgcttcaaca acaattttta 1860 
gcatcacagt atcctacaat gatgccgcag 1920 
ctagctcaac atcagccgtc tcaacaacag 1980 
gagttctcac cagccttagt ttcctacact 2040 
atggactcct cctatagtgc caataggtca 2100 
acaaatcaga agaacatcag caatccacct 2160 
gataatttct ctaagttaac agaagaggaa 2220 
tcaagttctc ctgaaaagaa agctgaacat 2280 
aaccctatca agaacggtaa aacaagtcca 2340 
acctcagtac agggtcaagt gcaaaagggg 2400 
gatccccctt ctcctaagag cagtgaagag 2460 
ggggaacaag gagattttaa tgatgatgat 2520 
ctcctcatgg attctgaaga tgaggaagaa 2580 
gagcaggcta aagcaaagta cagtgacatg 2640 
ggaccaaccc aagatcttaa tacaatactc 2700 
gcagtggaga ctcccaaaca ggagtttgat 2760 
cgtgctcaac agccccagca agaaaagaat 2820 
gctgcaggac tggagcagga ggaatttgat 2880 
gtgaatgtac aagaatgcca tgcagtgggg 2940 
aaaagtgtag atgtatttgg ctccactcca 3000 
agtgaaagca atgaggacct ttttgggctt 3060 
cagcaaaaaa gtcaaacagc gcagcttaca 3120 
gcaggatatg tccaaaagta atgggaagcg 3180 
gactttgaag cctacctatc gcactccaga 3240 
cgagactctc aaagtagcaa tgaattttta 33 00 
gttgcactga ctgatgggaa agataggggg 3360 
gaccccttcg gtgccaagcc cttccattct 3420 
ggcctgagcg acatccgtgc tgatcacaat 3480 
tcactacatg ggtcattcca tagtgcagat 3540 
ccctttacag aacttgtggt gcaaagcatc 3600 
gtcgaattag acccatttgg tgctgctcca 3660 
gattctcggc attaactcct gtttcaaaaa 3720 
aatttggtag ctctttatag cattcattct 3780 
ataaaccaaa tagaagaatg aagtatctct 3840 
gaaaagggag ctaaattgca agctctaact 3900 
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aagggtttct gctactgaca tcacaacaca gaaatgcaag tgtggtactt ccagtgaaag 3960 
cacatggcac ctttctaggt gtgtagccac tgagaaggga cagtgaaact gttatttttg 4020 
atatcagaat gtcattttta tgtgcatatc cctaaaatta gggttatttc tacatacact 4080 
agttacactt gtgaattttt tttaaggtct cttttaattt ccagacagtt aaaaacaatc 4140 
tagttatctt aaagcattag aaagttatta tctggagagt gcagagattt cagtccatac 4200 
acctttctcc acaaagcaga gccagaagta actgactatt gtgcctaaaa ctctgtttca 4260 
tttttaaaaa caagtgccat taaaatggaa tatctaatga taagcatatg aaataatgtg 4320 
taattagctc aatttaacta ttccacaact tacatattcc aaaacaatgt tatacatgat 4380 
aaatatatat aatttttgtc agttaaaaca aattaaaaaa atggactatc gtcgcacaga 4440 
agcctagaac aaaaatatga agagaaatat ctgacatttg taaagaaatt ataagaagaa 4500 
aaaaagatac agaacagaaa acattcacta ctttagaaac actttatgca tggcttcttg 4560 
ccccaaactt ttattgtgat ggccctaata aagcagatta ttggaaaaat tggaggacaa 4620 
gggttgtata aaaattttat tttatgaaga aaatatgtag cggaaactga attttcaaga 4680 
catttacaat gtgaaatcat gttgcattta acaatgtact ttattagcaa cttcaccaaa 4740 
tattccccaa gtcataagca acaattattt ttattaggtt ttggggggtg gagtagtttt 4800 
aataaagtgc acagaatggt gacacccaca aagccttata taaaggcagg attcatgcat 4860 
cctgctgcaa gtacctctgc actaatatac cagatcctaa aatgcatata aggtggacta 4920 
gcatcttaaj: tctgctagtt gattgtgtct ttactgaaaa gaacccagct accaatttgc 4980 
ctttttttac accacaaatc ctaattagaa acttgaggtt ttatagaaat catttaatga 5040 
tagagattac atatgtgaat taatgtgaat atagtatctg tgcttcctgt gtctatgact 5100 
attttaagat ataattgtgc tgcgctatca gattaacatt tggaagtttc tagaacagtt 5160 
aatgctattt acagaaagga gtagaaactc atcaactggc actctctttg atttttatat 5220 
tttaaattaa ctctcttcga tctcaaagta tattttacga gtaattttat taggaatctc 5280 
ttatagtgcc ccaatgggat aagctatttg cctattttca cagttctgaa cttggaaaga 5340 
agcaaagtat atgtaactaa accacatatt tgtcttttta ttgctttttc ccttctttta 5400 
tatgctaaat caaatataga tttgtggata gggaagcaat atgtgaatca caatgtagca 5460 
gaggcagacc aagcattaca ttattattta gagctggact gcaccaatta cttgtcctcg 5520 
tgccaaaggc aaatatgttt gcaccttttt ttttttttct gattctcagg ttgattaata 5580 
ctgctaatgc aaatgctcaa gtagatgttt aaaaacttta caaaatagat tcaagtgata 5640 
ctttctttta aaagtgaaga gttgatgatt acacatagta aattcatgaa ctacagtagg 5700 
tttgtatcaa acaatttttt ttaatgaaaa tctgttgagg tgtacacaat atgcttcttg 5760 
attgtattag tccttggtct ctgctagacc tcatgagttt catcatttag aaaaggggta 5820 
gaggatgaac taatgtctcc ttcagatgta aacatgaaat acctagagtt ttacttgctt 5880 
ttcaatacac tgaataattt taaatgattc tgacactgat gtagaccctt tgacttataa 5940 
attctgagga aacaactgac agcataaaat atttacattc ttataacaca gcacagtgac 6000, 
tttcttcttt caagattgta gctcagagaa aagatacagg attcaattgg gggttcaata 6060' 
ggatagaaat ggagagattc ctttgtgttg tagtagaggc attttcctaa ggagtataga 6120 
tttatacttt gcattttcat tcatcatccc ccagaatcat ggtcaaggtg taggtcactc 6180 
cacacagctg atgctcaggt tattcccttg tgagaattat gagaataaag ctcccaagat 6240' 
atgtgaaagt gcttaacaca gtacctggca cacagcactc aataaaagtt tggctctatt 6300 
atgggatggt tcaattctgg tttaaggaag gaagaaaggt tattatatat gtaccactaa 63 60 
gcaaatatat atatatatat atatttgggg ttttttttcc ctaatattat ttgggtgtcc 6420 
cctgtgcttc tttaggatgt agttataact aaacctgtta tacttgaaca tcactaagag 6480 
aagtaaatta ttatgaagct agcaaaaatc ttgaggccaa agttgtttct taacagcttt 6540 
aataatgctt gttgattttg aataatcctt taaaaagtgg accatttgct tattttaata 6600 
tcacgtcagt aaaatgttag tattaaaaag atcagctttt tatggcattg aagaatgtat 6660 
ctgctaagac acaaaaattg catggtaagt ataataggtg gaggaggaaa ggttgtaggc 6720 
cggatgaaaa tttaactgac tagaacattt attcaggagt gtaattattt tcccttaccc 6780 
caatccctgt gtacgtgttg ggtatagtta cgacattatc cggatttgca aatagacaca 6840 
actttcagtc ttaccctgtt tattgtttaa gagtgataga ctgttgtcct cttgctggtg 6900 
gaaaatctaa ggtggagccc actcttctat gctgaagttc accaggcaga gcagttttct 6960 
tacaagtcag ctactctgct tggtttattt taggttttgg tacttcacgt aagcactgtt 7020 
agaaggtaca agtgtattaa tatcactagt tttgaggcgc ttgggtacat ttgtttttaa 7080 
tatatttaga atgtgcagta aacttttttc tcattttttt ttctttttag caaacttgtt 7140 
attttaggtc caattattga gttgacagtc tactgtgaga atgagatgac atatctactg 7200 
tgagaatacc ataaatgatg aatagtttat ttgagaactt ttatactcag tggtgtttat 7260 
atattaagat aaaaatatgt acacacatgc atgtcacatc tctctactgt ggagttaatg 7320 
tgaattttta aaaaatggaa ttgcaaccac aatcatatct aagagaacat tcactcctag 7380 
tgagggttta caaaagctac taagagaata aggtagatga taatgcaaag ggtcatgatt 7440 
tggggttatt tttgttttat tttaaaattt atactgctac ttttgaaaga attgttttta 7500 
tgactatgct ctttttgtga ttgaaaagtc atctaataga agctgtatag aagctacttt 7560 
ttaattgctg gcaaacagct ttaagtgcac tttctttgat tacacttcca ttttttgtta 7620 
aacttgaatt ttctgaagcc ttttatgtac cactaagcaa ataactttaa cctttaaata 7680 
aagcaaattt acatctttat tgtatttcta cttgttacaa aacatacttg ctaaagtaac 7740 
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ttcagtcctc aaatatagct gggaaacaat 
cccttttccc ctgccatatc taattaagca 
cactgcttat tctttttgac tgaattctgt 
agttattttc ttactgtatt tatcatacct 
atcccaaatg gattgcatat tctttataat 



tatgagatag actcagtctc cccctcccac 7800 
ctaactgatt ttattacttt attgccttta 7860 
ccctgattca ctgttttgtt tgaaatttaa 7920 
gttttaatct gttttcttta aatgcaataa 7980 
cagtg 8015 



<210> 80 

<211> 7945 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526214CB1 

<400> 80 

agccgggcag ctgcagcgga gccgcggagc gggcggcggg gcccaggctg tgcgcttggg 60 
gagcgcggaa tgtgaggctt ggcgggccgc agcacgctcg gacgggccag gggcggcgac 120 
ccctcgcgga cgcccggctg cgcgccgggc cggggacttg cccttgcacg ctccctgcgc 180 
cctccagctc gccggcggga ccatgaagaa gttctctcgg atgcccaagt cggagggcgg 240 
cagcggcggc ggagcggcgg gtggcggggc tggcggggcc ggggccgggg ccggctgcgg 300 
ctccggcggc tcgtccgtgg gggtccgggt gttcgcggtc ggccgccacc aggtcaccct 3 60 
ggaagagtcg ctggccgaag gtacgggcgc ccggggaggc tcggacaggc aggtggattc 420 
tccacagttt tcctcgtgcg tactcacggt ggaatccgat gtgcattgaa gcgaatgtat 480 
gtcaataaca tgccagacct caatgfcttgt aaaagggaaa ttacaattat gaaagagcta 540 
tctggtcaca aaaatattgt gggctatttg gactgtgctg ttaattcaat tagtgataat 600 
gtatgggaag tccttatctt aatggaatat tgtcgagctg gacaggtagt gaatcaaatg 660 
aataagaagc tacagacggg ttttacagaa ccagaagtgt tacagatatt ctgtgatacc 720 
tgtgaagctg ttgcaaggtt gcatcagtgt aagactccaa taattcaccg ggatctgaag 780 
gtagaaaata tttgctgaat gatggtggga actatgtact ttgtgacttt ggcagtgcca 840 
ctaataaatt tcttaatcct caaaaagatg gagttaatgt agtagaagaa gaaattaaaa 900 
agtatacaac tctgtcatac agagcccctg aaatgatcaa cctttatgga gggaaaccca 960 
tcaccaccaa ggctgatatc tgggcactgg gatgtctact ctataaactt tgtttcttca 1020 
ctcttccttt tggtgagagt caggttgcta tctgtgatgg caacttcacc atcccagaca 1080 
attctcgtta ctcccgtaac atacattgct taataaggtt catgcttgaa ccagatccgg 1140- 
aacatagacc tgatatattt caagtgtcat attttgcatt taaatttgcc aaaaaggatt 1200' 
gtccagtctc caacatcaat aattcttcta ttccttcagc tcttcctgaa ccgatgactg 1260 
ctagtgaagc agctgctagg aaaagccaaa taaaagccag aataacagat accattggac 1320 
caacagaaac ctcaattgca ccaagacaaa gaccaaaggc caactctgct actactgcca 13 80 
ctcccagtgt gctgaccatt caaagttcag caacacctgt taaagtcctt gctcctggtg 1440 
aattcggtaa ccatagacca aaaggggcac taagacctgg aaatggccct gaaattttat 1500 
tgggtcaggg acctcctcag cagccgccac agcagcatag agtactccag caactacagc 1560 
agggagattg gagattacag caactccatt tacagcatcg tcatcctcac cagcagcagc 1620 
agcagcagca gcagcaacag caacagcagc agcagcaaca gcaacagcag cagcagcagc 1680 
agcagcagca gcagcagcac caccaccacc accaccaccc tacttcaaga tgcttatatg 1740 
cagcagtatc aacatggcaa cacagcagca acagatgctt caacaacaat ttttaatgca 1800 
ttcggtatat caaccacaac cttctgcatc acagtatcct acaatgatgc cgcagtatca 1860 
gcaggctttc tttcaacagc agatgctagc tcaacatcag ccgtctcaac aacaggcatc 1920 
acctgaatat cttacctccc ctcaagagtt ctcaccagcc ttagtttcct acacttcatc 1980 
acttccagct caggttggaa ccataatgga ctcctcctat agtgccaata ggtcagttgc 2040 
tgataaagag gccattgcaa atttcacaaa tcagaagaac atcagcaatc cacctgatat 2100 
gtcagggtgg aatccttttg gagaggataa tttctctaag ttaacagaag aggaactatt 2160 
ggacagagaa tttgaccttc taagatcaag ttctcctgaa aagaaagctg aacattcatc 2220 
tataaatcaa gaaaatggca ctgcaaaccc tatcaagaac ggtaaaacaa gtccagcatc 2280 
taaagatcag cggactggaa agaaaacctc agtacagggt caagtgcaaa aggggaatga 2340 
tgaatctgaa agtgattttg aatcagatcc cccttctcct aagagcagtg aagaggaaga 2400 
gcaagatgat gaagaagttc ttcaggggga acaaggagat tttaagtgat gatgatactg 2460 
aaccagaaaa tctgggtcat aggcctctcc tcatggattc tgaagatgag gaagaagagg 2520 
agaaacatag ctctgattct gattatgagc aggctaaagg caaagtacag tgacatgagc 2580 
tctgtctaca gagacggatc tggcagtggg accaacccaa gatcttaata caatactcct 2640 
cacctcagcc caattatcct ctgatgttgc agtggagact cccaaacagg agtttgatgt 2700 
atttggcgct gtccccttct ttgcagtgcg tgctcaacag ccccagcaag aaaagaatga 2760 
aaagaacctc cctcaacaca ggtttcctgc tgcaggactg gagcaggagg aatttgatgt 2820 
attcacaaag gcgcctttta gcaagaaggt gaatgtacaa gaatgccatg cagtggggcc 2880 
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tgaggcacat actatccctg gttatcccaa 
tcagcccttc ctcacatcaa caagtaaaag 
gccctttgat gaaataacgg ggagccagca 
actgtcctct cgccaaaggc gcacaaagca 
tcatggcacg ccaactagca caaagaagac 
ggctcgcagg cacaaaaaag tgggccgccg 
catctcagac tccaaggaga acattagtgt 
tgtcttacaa cctgaggaga gcctgttgga 
agacctgtca tggcaccctc cacatcaggg 
tgtcctgcca gggcggccaa gacaaaattc 
attgaaaatg gatgattttg gtgccgtgcc 
tccacatcag tcccaacagt cccaaccagt 
tccttctaaa cagtagatac ttctgatgga 
tgtgaacagt tttatgaatt tgaaagaaaa 
aagatcagtc agaataggtg atttctaaat 
agggtagtaa* ctcgattcct cttcaggaga 
gggtttctgc tactgacatc acaacacaga 
catggcacct ttctaggtgt gtagccactg 
atcagaatgt catttttatg tgcatatccc 
ttacacttgt gaattttttt taaggtctct 
gttatcttaa agcattagaa agttattatc 
ctttctccac aaagcagagc cagaagtaac 
tttaaaaaca agtgccatta aaatggaata 
attagctcaa tttaactatt ccacaactta 
atatatataa tttttgtcag ttaaaacaaa 
cctagaacaa aaatatgaag agaaatatct 
aaagatacag aacagaaaac attcactact 
ccaaactttt attgtgatgg ccctaataaa 
gttgtataaa aattttattt tatgaagaaa 
tttacaatgt gaaatcatgt tgcatttaac 
ttccccaagt cataagcaac aattattttt 
taaagtgcac agaatggtga cacccacaaa 
tgctgcaagt acctctgcac taatatacca 
atcttaattc tgctagttga ttgtgtcttt 
ttttttacac cacaaatcct aattagaaac 
gagattacat atgtgaatta atgtgaatat 
tttaagatat aattgtgctg cgctatcaga 
tgctatttac agaaaggagt agaaactcat 
taaattaact ctcttcgatc tcaaagtata 
atagtgcccc aatgggataa gctattgcct 
aaagtatatg taactaaagc acatattgtc 
ctaaatcaat atagatttgt ggatagggaa 
agaccaagca ttacattatt atttagagct 
aaggcaaata tgtttgcacc tttttttttt 
aatgcaaatg ctcaagtaga tgtttaaaaa 
ttttaaaagt gaagagttga tgattacaca 
atcaaacaat tttttttaat gaaaatctgt 
attagtcctt ggtctctgct agacctcatg 
tgaactaatg tctccttcag atgtaaacat 
tacactgaat aattttaaat gattctgaca 
gaggaaacaa ctgacagcat aaaatattta 
tctttcaaga ttgtagctca gagaaaagat 
gaaatggaga gattcctttg tgttgtagta 
actttgcatt ttcattcatc atcccccaga 
agctgatgct caggttattc ccttgtgaga 
aaagtgctta acacagtacc tggcacacag 
atggttcaat tctggtttaa ggaaggaaga 
tatatatata tatatatatt tggggttttt 
gcttctttag gatgtagtta taactaaacc 
aattattatg aagctagcaa aaatcttgag 
tgcttgttga ttttgaataa tcctttaaaa 
tcagtaaaat gttagtatta aaaagatcag 
aagacacaaa aattgcatgg taagtataat 
gaaaatttaa ctgactagaa catttattca 



aagtgtagat gtatttggct ccactccatt 2940 
tgaaagcaat gaggaccttt ttgggcttgt 3000 
gcaaaaagtc aaacagcgca gcttacagaa 3060 
ggatatgtcc aaaagtaatg ggaagcggca 3120 
tttgaagcct acctatcgca ctccagagag 3180 
agactctcaa agtagcaatg aatttttaac 3240 
tgcactgact gatgggaaag atagggggaa 3300 
ccccttcggt gccaagccct tccattctcc 3360 
cctgagcgac atccgtgctg atcacaatac 3420 
actacatggg tcattccata gtgcagatgt 3480 
ctttacagaa cttgtggtgc aaagcatcac 3540 
cgaattagac ccatttggtg ctgctccatt 3600 
ttctcggcat taactcctgt ttcaaaaaag 3660 
tttggtagct ctttatagca ttcattctta 3720 
aaaccaaata gaagaatgaa gtatctctac 3780 
aaagggagct aaattgcaag ctctaactaa 3840 
aatgcaagtg tggtacttcc agtgaaagca 3900 
agaagggaca gtgaaactgt tatttttgat 3960 
taaaattagg gttatttcta catacactag 4020 
tttaatttcc agacagttaa aaacaatcta 4080 
tggagagtgc agagatttca gtccatacac 4140 
tgactattgt gcctaaaact ctgtttcatt 4200 
tctaatgata agcatatgaa ataatgtgta 4260 
catattccaa aacaatgtta tacatgataa 4320 
ttaaaaaaat ggactatcgt cgcacagaag 4380 
gacatttgta aagaaattat aagaagaaaa 4440 
ttagaaacac tttatgcatg gcttcttgcc 4500 
gcagattatt ggaaaaattg gaggacaagg 4560 
atatgtagcg gaaactgaat tttcaagaca 4620 
aatgtacttt attagcaact tcaccaaata 4680 
attaggtttt ggggggtgga gtagttttaa 4740 
gccttatata aaggcaggat tcatgcatcc 4800. 
gatcctaaaa tgcatataag gtggactagc 4860 
actgaaaaga acccagctac caatttgcct 492 0 1 - 
ttgaggtttt atagaaatca tttaatgata 4980,; 
agtatctgtg cttcctgtgt ctatgactat 5040^ 
ttaacat-ttg gaagtttcta gaacagttaa 5100' 
caactggcac tctctttgat ttttatattt 5160. 
ttttacgagt aattttatta ggaatctctt 5220. 
attttcacag ttctgaactt ggaaagaagc 5280 • 
tttttattgc tttttccctt cttttatatg 5340 
gcaatatgtg aatcacaatg tagcagaggc 5400 
ggactgcacc aattacttgt cctcgtgcca 5460 
tttctgattc tcaggttgat taatactgct 5520 
ctttacaaaa tagattcaag tgatactttc 5580 
tagtaaattc atgaactaca gtaggtttgt 5640 
tgaggtgtac acaatatgct tcttgattgt 5700 
agtttcatca tttagaaaag gggtagagga 5760 
gaaataccta gagttttact tgcttttcaa 5820 
ctgatgtaga ccctttgact tataaattct 5880 
cattcttata acacagcaca gtgactttct 5940 
acaggattca attgggggtt caataggata 6000 
gaggcatttt cctaaggagt atagatttat 6060 
atcatggtca aggtgtaggt cactccacac 6120 
attatgagaa taaagctccc aagatatgtg 6180 
cactcaataa aagtttggct ctattatggg 6240 
aaggttatta tatatgtacc actaagcaaa 6300 
tttccctaat attatttggg tgtcccctgt 6360 
tgttatactt gaacatcact aagagaagta 6420 
gccaaagttg tttcttaaca gctttaataa 6480 
agtggaccat ttgcttattt taatatcacg 6540 
ctttttatgg cattgaagaa tgtatctgct 6600 
aggtggagga ggaaaggttg taggccggat 6660 
ggagtgtaat tattttccct taccccaatc 6720 
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cctgtgtacg tgttgggtat agttacgaca ttatccggat ttgcaaatag acacaacttt 6780 
cagtcttacc ctgtttattg tttaagagtg atagactgtt gtcctcttgc tggtggaaaa 6840 
tctaaggtgg agcccactct tctatgctga agttcaccag gcagagcagt tttcttacaa 6900 
gtcagctact ctgcttggtt tatttfcaggt tttggtactt cacgtaagca ctgttagaag 6960 
gtacaagtgt attaatatca ctagttttga ggcgcttggg tacatttgtt tttaatatat 7020 
ttagaatgtg cagtaaactt ttttctcatt tttttttctt tttagcaaac ttgttatttt 7080 
aggtccaatt attgagttga cagtctactg tgagaatgag atgacatatc tactgtgaga 7140 
ataccataaa tgatgaatag tttatttgag aacttttata ctcagtggtg ttttatatat 7200 
taagataaaa atatgtacac acatgcatgt cacatctctc tactgtggag ttaatgtgaa 7260 
tttttaaaaa atggaattgc aaccacaatc atatctaaga gaacattcac tcctagtgag 7320 
ggtttacaaa agctactaag agaataaggt agatgataat gcaaagggtc atgatttggg 7380 
gttatttttg ttttatttta aaatttatac tgctactttt gaaagaattg tttttatgac 7440 
tatgctcttt ttgtgattga aaagtcatct aatagaagct gtatagaagc tactttttaa 7500 
ttgctggcaa acagctttaa gtgcactttc tttgattaca cttccatttt ttgttaaact 7560 
tgaattttct gaagcctttt atgtaccact aagcaaataa ctttaacctt taaataaagc 7620 
aaatttacat ctttattgta tttctacttg ttacaaaaca tacttgctaa agtaacttca 7680 
gtcctcaaat atagctggga aacaattatg agatagactc agtctccccc tcccacccct 7740 
tttcccctgc catatctaat taagcactaa ctgattttat tactttattg cctttacact 7800 
gcttattctt tttgactgaa ttctgtccct gattcactgt tttgtttgaa atttaaagtt 7860 
attttcttac tgtatttatc atacctgttt taatctgttt tctttaaatg caataaatcc 7920 
caaatggatt gcatattctt tataa 7945 

<210> 81 

<211> 3149 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 752 6228CB1 



<400> 81 

ctcgcggtat catccggtgc tgaggccctg 
ggtccaagtt gcttcttagc ttactccacc 
caagtcacaa aattctcccc tcccctaccc 
tttcagcccg gaaccggaag tgaagtgggc 
cagagccgga cacggctgtg gccgctgcct 
gactgcgcgg ctccaggctg agggtcggtc 
attgtccggg tggcaccgtt cccggcccca 
ctctgccgcc tcctcctcct cctcgtcttc 
ggtcctcaac tttgaagaga tcgactacaa 
aggagccttt ggagttgttt gcaaagctaa 
aatagaaagt gaatctgaga ggaaagcgtt 
gaaccatcct aatattgtaa agctttatgg 
ggaatatgct gaagggggct ctttatataa 
ggtgctgaac cattgccata ttatactgct 
tcccaaggag tggcitatct tcacagcatg 
aaaccaccaa acttactgct ggttgcaggg 
acagcctgtg acattcagac acacatgacc 
cctgaagttt ttgaaggtag taattacagt 
attctttggg aagtgataac gcgtcggaaa 
ccgaatcatg tgggctgttc ataatggtac 
gcccattgag agcctgatga ctcgttgttg 
ggaggaaatt gtgaaaataa tgactcactt 
agactatcta gactccaatg taagctagat 
ttacagtatc cttgtcagta ttcagatgaa 
tcattcatgg acattgcttc tacaaatacg 
gttcctgcca caaatgatac tattaagcgc 
aagcaacaga gtgaatctgg acgtttaagc 
gagcttgccc ccaacctctg agggcaagag 
taggatcgcc gcaaccacag gcaacggaca 
tgtaactgga acagaacctg gtcaggtgag 
gattactacc tcaggaccaa cctcagaaaa 
tgattccaca gataccaatg gatcagataa 



taataaaggt ctcgcgaaat ttgttctaga 60 
ccacccccaa cctgtccctc cttttctttc 120 
cggagtttac ggccctcctc ctgtttccga 180 ; 
ggggcccgtc ggcggaaaac gcagcggagc 240 
ctacccccgc cacggatcgc cgggtagtag 300 
cggaggcggg tgggcgcggg tctcacccgg 360 • 
ccgggcgccg cgagggatca tgtctacagc 420 
ggccggtgag atgatcgaag ccccttccca 480 
ggagatcgag gtggaagagg ttgttggaag 540 
gtggagagca aaagatgttg ctattaaaca 600 
tattgtagag cttcggcagt tatcccgtgt 660 
agcctgcttg aatccagtgt gtcttgtgat 720 
tgtttgtgcc tttctttcgc agtgctgcat 7 80 
gcccacgcaa tgagttggtg tttacagtgt 840 
caacccaaag cgctaattca cagggacctg 900 
gggacagttc taaaaatttg tgattttggt 960 
aataacaagg ggagtgctgc ttggatggca 1020 
gaaaaatgtg acgtcttcag ctggggtatt 1080 
cccttttgat gagattggtg gcccagcttt 1140 
tcgaccacca ctgataaaaa atttacctaa 12 00 
gtctaaagat ccttcccagc gcccttcaat 1260 
gatgcggaga aatatttgct gttttcttca 1320 
tcttagtact ttccaggagc agatgagcca 1380 
ggacagagca actctgccac cagtacaggc 1440 
agtaacaaaa gtgacactaa tatggagcaa 1500 
ttagaatcaa aattgttgaa aaatcaggca 1560 
ttggggagcc tcccgtggga gcagtgtgga 1620 
gatgagtgct gacatgtctg aaatagaagc 1680 
gccaagacgt agatccatcc aagacttgac 1740 
cagtaggtca tccagtccca gtgtcagaat 1800 
gccaactcga agtcatccat ggacccctga 1860 
ctccatccca atggcttatc ttacactgga 1920 
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tcaccaacta cagcctctag 
acagcattgt aaaatggcac 
acagagaaag caagaactag 
atctcgcctg gtacaggaac 
ctaccagcaa tgcaaaaaac 
cacttcatga ttctctggga 
aggaaaggaa aaccttataa 
gccaactgcc tatatttgct 
catacaattt tactgtttca 
ctttgcaact tcaaaacaga 
aggctagcct aacagaacag 
ttttcatatt agaggtggaa 
ttaataattt ttttcccaaa 
tagagtgatt ggtggtatat 
gctttgatgc cagcatcctt 
agataagcaa gatctaagaa 
tagccagaga tcacaggtct 
ttttcagcgc tcaactcctg 
cagaacattt tatgtcaaat 
gaagcttttt agatttattt 
cataaaagtg gtgaatgact 

<210> 82 
<211> 3617 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 7526246CB1 

<400> 82 

taagatggcg gacctggagg cggtgctggc cgacgtgagc tacctgatgg ccatggagaa 60 
gagcaaggcc acgccggccg cgcgcgccag caagaagata ctgctgcccg agcccagcat 120 
ccgcagtgtc atgcagaagt acctggagga ccggggcgag gtgacctttg agaagatctt 180 , 
ttcccagaag ctggggtacc tgctcttccg agacttctgc ctgaaccacc tggaggaggc 240- 
caggcccttg gtggaattct atgaggagat caagaagtac gagaagctgg agacggagga 300 
ggagcgtgtg gcccgcagcc gggagatctt cgactcatac atcatgaagg agctgctggc 360 
ctgctcgcat cccttctcga agagtgccac tgagcatgtc caaggccacc tggggaagaa 420 
gcaggtgcct ccggatctct tccagccata catcgaagag atttgtcaaa acctccgagg 480 
ggacgtgttc cagaaattca ttgagagcga taagttcaca cggttttgcc agtggaagaa 540 
tgtggagctc aacatccacg tgagtgggct tgggtggggc atggaaagcc acgcaccctg 600 
ctgctcctct cccgggagct gggcctgtgg cttggctggg agggggaggt caggggatgt 660 
ctgtccttta gcccccaggg ccgtggctat gggggtcagg gccgggatcc cagcatgggg 720 
aggccggagc aggtaaatat gtggcaagga tggccaggac atgggtatgg ggaccctggc 780 
atggggccag cccctgctgc ccaggtgcct ctgccccagg gctgggcaga ggcagcctgt 840 
ggtgaccgca gctgtcgctg cccctcagct gaccatgaat gacttcagcg tgcatcgcat 900 
cattgggcgc gggggctttg gcgaggtcta tgggtgccgg aaggctgaca caggcaagat 960 
gtacgccatg aagtgcctgg acaaaaagcg catcaagatg aagcaggggg agaccctggc 1020 
cctgaacgag cgcatcatgc tctcgctcgt cagcactggg gactgcccat tcattgtctg 1080 
catgtcatac gcgttccaca cgccagacaa gctcagcttc atcctggacc tcatgaacgg 1140 
tggggacctg cactaccacc tctcccagca cggggtcttc tcagaggctg acatgcgctt 1200 
ctatgcggcc gagatcatcc tgggcctgga gcacatgcac aaccgcttcg tggtctaccg 1260 
ggacctgaag gggcacccac gggtacatgg ctccggaggt cctgcagaag ggcgtggcct 1320 
acgacagcag tgccgactgg ttctctctgg ggtgcatgct cttcaagttg ctgcgggggc 1380 
acagcccctt ccggcagcac aagaccaaag acaagcatga gatcgaccgc atgacgctga 1440 
cgatggccgt ggagctgccc gactccttct cccctgaact acgctccctg ctggaggggt 1500 
tgctgcagag ggatgtcaac cggagattgg gctgcctggg ccgaggggct caggaggtga 1560 
aagagagccc ctttttccgc tccctggact ggcagatggt cttcttgcag aagtaccctc 1620 
ccccgctgat ccccccacga ggggaggtga acgcggccga cgccttcgac attggctcct 1680 
tcgatgagga ggacacaaaa ggaatcaagt tactggacag tgatcaggag ctctaccgca 1740 
acttccccct caccatctcg gagcggtggc agcaggaggt ggcagagact gtcttcgaca 1800 
ccatcaacgc tgagacagac cggctggagg ctcgcaagaa agccaagaac aagcagctgg 1860 
gccatgagga agactacgcc ctgggcaagg actgcatcat gcatggctac atgtccaaga 1920 



caccgtgccc aaactccaaa 
aagaatatat gaaagttcaa 
ttgcagaact ggaccaggat 
ataaaaagct tttagatgaa 
aactagaggt catcagaagt 
ccgttacatt ttgaaatatg 
tgacgattca tgagtgttag 
gcattttttt cattgtttat 
ttgcataaca tggtagcatc 
tgcagtgaac tgtggctgta 
gaggtatcaa actagctgct 
cctcaagaat gactttattc 
agatggtata taccaagtta 
tacggaaata cggaaccttt 
ggatcagtac tgaactcagt 
gttatcaaaa ctattcttta 
tccctgtgaa actttggttt 
tcttcaaatg gtagtaagtt 
gatgtaatgc agaaattctt 
ttgtttttaa taaaattcag 
tgtatcagc 



gaatctatgg cagtgtttga 1980 
acagaaattg cattgttatt 2040 
gaaaaggacc agcaaaatac 2100 
aacaaaagcc tttctactta 2160 
cagcagcaga aacgacaagg 2220 
caaagaaaga ctttttttta 2280 
ctttttggcg tgttctgaat 2340 
tttccttttc tcatggtgga 2400 
tgtgacttga atgagcagca 2460 
tatgcatgct cattgtgtga 2520 
atgtgcaaac agcgtccatt 2580 
ttgtatctca tctcaaaata 2640 
aagacagggt attataaatt 2700 
agggatagtt ccgtgtaagg 2760 
tccatccgta aaatatgtaa 2820 
aaatgctaaa gcagctcctg 2880 
ctttctataa atgtgtgtgg 2940 
ctacttctac ttctgtcatt 3000 
gtgcatattt gtaactgaag 3060 
attcctattc taaactggta 3120 

3149 
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tgggcaaccc cttcctgacc cagtggcagc 
tcgagtggcg gggcgagggc gaggccccgc 
cggtggagga gacgcagatc aaggagcgca 
aacagttcat tttgcagtgc gatagcgacc 
gcgacgccta ccgcgaggcc cagcagctgg 
cgcgctcgcc cgtggtggag ctgagcaagg 
gcctctgacc cgcccacccg ccttttataa 
atttgttttc ccgccaagcg gaaaaggttt 
cccagcctgg cccagctccc ccgggagggg 
ccagccgctg cccggcgccc tctgtcctga 
ctgtggggga agagcacagc cctcccgccc 
gtgccaccct gggctctgtg ggctgcactc 
cccccctcac cagggcaggc acagcacagg 
ctcctgctgc agaggggcag gccctgcact 
ggcccgttgt ctccctggcc ctcaaggcct 
ttcaggaaaa gcctctgtgt cactggctgc 
cttggctgag agagtggcat tggcagcagg 
ccccaacccc cagcacccgg gctcagggac 
ctggcctcgc ctggcctgag gtctcgctga 
cgcatgcccc ctcgtgccag tcgcgctgcc 
gctgggttgg cgcaccctcc cctcccgtct 
ttttgaatgt gattttaaag agtgaaaaat 
ctgattcggc tgtctcagac tctttttgta 
ctggggcctg atggggaggg tctcggtggt 
aggtggtctg ctcgggccca ggccatcttc 
ccctcctacc cctcccagct gacagtcctc 
tcaccttttc ccggggagga gagagcagct 
tgccaacagt gttaggcctg gcacagtgtc 
gaacacccct gcacagc 



ggcggtactt ctacctgttc cccaaccgcc 1980 
agagcctgct gaccatggag gagatccagt 2040 
agtgcctgct cctcaagatc cgcggtggga 2100 
ctgagctggt gcagtggaag aaggagctgc 2160 
tgcagcgggt gcccaagatg aagaacaagc 2220 
tgccgctggt ccagcgcggc agtgccaacg 2280 
acctctaatt tattttgtcg aatttttatt 2340 
tattttgtaa ttattgtgat ttcccgtggc 2400 
cccgcttgcc tcggctcctg ctgcaccaac 2460 
cttcaggggc tgcccgctcc cagtgtcttc 2520 
cttccccgag ggatgatgcc acaccaagct 2580 
tgtgcccatg ggcactgctg ggtggcccat 2640 
gatccgactt gaattttccc actgcacccc 2700 
gtcctgctcc acagtgttgg cgagaggagg 2760 
cccacagtga ctcgggctcc tgtgccctta 2820 
ctccactccc acttccctga cactgcgggg 2880 
tgctgctacc ctccctgctg tcccctcttg 2940 
cacagcaagg cacctgcagg ttgggccata 3000 
tgctgggctg ggtgccgccg cctcgcccac 3 060 
tgtgtggtgt cgcgccttct cccccccggg 3120 
actcattccc cggggcgttt ctttgccgat 3180 
gagactatgc gtttttataa aaaatggtgc 3240 
cctggtgacc ccttttcagc ttctgctggg 3300 
accaggtctc ctccaccgcc atggcttcca 3360 
caggtggggt gaggcagtgg gtcccacttc 3420 
tccacctagt ggctgtccag tgcccattcc 3480 
tctgccactt cccaggtaag caggaggagg 3540 
tgggctgact gggaccgtct caggcccaca 3 600 

3617 



<210> 83 

<211> 1955 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7526258CB1 

<400> 83 

agtgcctgcc gggagccacg tctccgaaga 
cggctatcta ggggctgctg ggaagatggc 
cggggggaac ccggcccccg ggccccgaga 
ggggagtcat ggtctccatc acccaactcc 
tcccctgctc ggctgtctgg cctgctgctg 
cccagcaaat ggggggaccg gcctgttgga 
ctgcagcggc ttctggaaca ggcgaagagc 
aaccccagca aggtgcgcgc ccaccactac 
ttggggtctc ggccacggcc ccctcctgtg 
ctcatcatcc gtaactgccc ctcctttgac 
gcagtcttac ttggctttcc atctgatggt 
aggctccgcc tccctccgaa gccacctccc 
ccagaggaac tgactcccca cgtgatggtg 
ttgcgggagc cccagcttct ggaagccatt 
ctcagcagca aggtggtaca gaagttggtc 
ctggaacagc agtttatgcc ctgccttgag 
cccctggcta cagtcaacat cttgatgtca 
gccctgcact ttgttttttc ccctggcttc 
ctgattgtgc gtcgctacct ctccctgctg 
taccggggtc cccgccttcc ccgaaggcag 
accgaccgtg cccgctgcaa gtacagtcac 
ctgctggggg aggagaaata ccgccaggac 
gagcaagggg caggcggcag gcccggggag 
ctcccctcca gacttcctgc tgtgcgccag 



ccgatagctg cttcgggatt ggcgtccggg 60 
ggactcggtg gctagccgat gaggaggccg 120 
ccgactgagg gagcgacctg cgcagggccc 180 
atgcttcgag tcctgctctc tgctcagacc 240 
atccctccag tacagccctg ctgtttgggg 300 
ggaggcccca gtgcaggtcc tgtgcaagga '3 60 
cctggggagc tgctgcgctg gctgggccag 420 
tcggtggcgc ttcgtcgtct gggccagctc 480 
gagcaggtca cactgcagga cttgagtcag 540 
attcacacca tccacgtgtg tctgcacctt 600 
cccctggtgt gtgccctgga acaggagcga 660 
cctttgcagc cccttctccg agaggcaagg 720 
ctcctggccc agcacctggc ccggcaccgg 780 
acccacttcc tggtggttca ggaaacgcaa 840 
ctgccctttg ggcgactgaa ctacctgccc 900 
aggatcctgg ctcgggaagc aggggtggca 960 
ctgtgccaac tgcggtgcct gcccttcaga 1020 
atcaactaca tcagtggcac ccctcatgct 1080 
gacacggccg tggagctgga gctcccagga 1140 
caagtgccca tctttcccca gcctctcatc 1200 
aaggacatag tagctgaggg gttgcgccag 1260 
ctgactgtgc ctccaggcta ctgcacaggt 1320 
acggagccct ggctaaggcc gccggccctg 13 80 
cagctctggt gctgtgcttc ccgtgaggac 1440 
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ccaggacccc ttcctgccat acccaccaag 
cgccactact cgagaccctg cccagaggta 
cttgcccgcc atgccctgag ccacgtccct 
aacgctggca tttctgccgg gacggccggg 
ggcacctagg cctgatgggc taccagctcc 
agagaggcct gccccagctc aagagctacc 
gctgggggcc tgaagggggc tgaggggttg 
gggtggatga tttgcacttt ggttccctgt 
tccccgttgt gaatctcagt tttgggacgg 

<210> 84 

<211> 2937 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7526311CB1 



gtcctgccca cagggccagg ctgcctctag 1500 
aaggaggcag ggtgggggag ccctggccac 1560 
ccccctgcag ggtggtgctg gtgttgcggg 1620 
tgctgctggg ctcgagggcc ctgagggagc 1680 
tgccgctacc cttcgaggaa ctggagtccc 1740 
tgaggcagaa gctccaggcc ctgggcctgc 1800 
atgtggggtt caggatggcc cccccatggg 1860 
gttttgattt ctcattaaag ttcctttcct 1920 

ggagc 1955 



<400> 84 

gcgcaggggg ccgggctccg gctaggaggg tgggggccgc gccggtgaca gccgatcccc 60 
gcccctgctg cccgccacgt ccctcacgta ccactcggca gaggcgcggg gaaacctggc 120 
gtactggctg tggcttctct agcgggactc ggcatgaggc tggcgcggct gcttcgcgga 180 
gccgccttgg ccggcccggg cccggggctg cgcgccgccg gcttcagccg cagcttcagc 24X) 
tcggactcgg gctccagccc ggcgtccgag cgcggcgttc cgggccaggt ggacttctac 300 
gcgcgcttct cgccgtcccc gctctccatg aagcagttcc tggacttcgg atcagtgaat 360 
gcttgtgaaa agacctcatt tatgtttctg cggcaagagt tgcctgtcag actggcaaat 420 
ataatgaaag aaataagtct ccttccagat aatcttctca ggacaccatc cgttcaattg 480 
gtacaaagct ggtatatcca gagtcttcag gagcttcttg attttaagga caaaagtgct 540 
gaggatgcta aagctattta tgaaaggcct agaagaacat ggttgcaggt ctctagttta 600 
tgctgtatgg cctgcaagat gatctttatt gtttggtgga aaaggcaaag gaagtccatc 660 
tcatcgaaaa cacattggaa gcataaatcc aaactgcaat gtacttgaag ttattaaaga 720 
tggctatgaa aatgctaggc gtctgtgtga tttgtattat attaactctc ccgaactaga 780 
acttgaagaa ctaaatgcaa aatcaccagg acagccaata caagtggttt atgtaccatc 840 
ccatctctat cacatggtgt ttgaactttt caagaatgca atgagagcca ctatggaaca 900 " 
ccatgccaac agaggtgttt acccccctat tcaagttcat gtcacgctgg gtaatgagga 960 : 
tttgactgtg aagatgagtg accgaggagg tggcgttcct ttgaggaaaa ttgacagact 1020 
tttcaactac atgtattcaa ctgcaccaag acctcgtgtt gagacctccc gcgcagtgcc 1080 
tctggctggt tttggttatg gattgcccat atcacgtctt tacgcacaat acttccaagg 1140 
agacctgaag ctgtattccc tagagggtta cgggacagat gcagttatct acattaaggc 12 00 
tctgtcaaca gactcaatag aaagactccc agtgtataac aaagctgtct ggaagcatta 1260 
caacaccaac cacgaggctg atgactggtg cgtccccagc agagaaccca aagacatgac 1320 
gacgttccgc agtgcctaga cacacttggg acatcggaaa atccaaatgt ggcttttgta 13 80 
ttaaatttgg aagtgtggcc cagagttgct cagaattgga gcagagcctg agacgtatct 1440 
gcagatcctg tcatcagctg gcaagtccag gagactgtgt catttagaga ctgtgttgbt 1500 
agttatccct caacatcttc taaggtggca ggaaataata ttggaaataa cattttaaag 1560 
taaaaatttt aaagtttaaa gaagagtttt gccacttaaa caggggagct ttgtctggaa 1620 
aatacactga gttgaaacac ttcatccttg gaaggattat ataagatgaa cagttgtgat 1680 
aaatgtgtag attagaggga tgtgaatggg cagttagtcc agtgccctca tttaagaggc 1740 
caagatcctg attcagagga ggcatccttt gcccagagct gcttagctaa tctgaccaaa 1800 
tgttgggaaa aatgtctcac ctaacccact attccttaat tatggatttt gtgaaaaaca 1860 
atagaacatg ttaatgagta atttatatta gttcgatgta ttacaatttt ttagctttaa 1920 
attacagttt tcttataatg ttgaaatgtt ttagaatcct ttgaatctaa gtatttgttt 1980 
cctaaatgaa acatttgtac aacatttgat gtttttactt atgaaatatt ctcctccccc 2040 
aagaaaattt aaactttttc tctctattta aaagctaaga aatgttttaa aggaaaaatg 2100 
aaattatctt cctttagctt atttttaagg taaaacagct ttttactctg ttattgtggt 2160 
aatggacaga atattacata caaaaatatt ctgggagagc tttttcctag ttggttttaa 2220 
atcattgtgc cacctgaaag gtttttagat tttataggag ctaatttgtc caccagcatt 2280 
aatgtaacac agtgtagtta tgaaaatata ttgaaggaca ggaagtggac acgaagtgat 2340 
ttttgtaacc tgagcagtta atgaatgtgc caacattttc taggaaggga cagcaagaat 2400 
attctgctct gtagttaaaa tactggctgg cttttgatgt cttcatgctt aattgtgatc 2460 
actttcttgc actgtgatgt ttttacgtga atatgttgaa gtagaagtct accatattat 2520 
tttataaaat gttttctgta tggcaataaa ctgaaaacat ggatcaaccc ttcttttgaa 2580 
aataaactga gtcaatttag ccttttaaaa atatagtcat ctcttttaaa tagaatcctc 2640 
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ttccaccatc aaggctcaac attttgtaag catccaaaaa attggtaatt agggggcttg 2700 

cactaaattt cactatcttc agtagagagg aactgtttgg aacttagatt tccaatgtgt 2760 

atattctaat ggagaaagca agaggtagag tttgtatgtt tgacttacct tagattttta 2820 

ttttccatac atactgcaaa tgattgactt gttgcataaa tgaagatctt ctgttgtgtg 2880 

cttttcaaac actgtaaata aatttgaaat ttgaataact ttccacagta taactgt 2937 

<210> 85 

<211> 6122 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 75263 15CB1 

<400> 85 

ctgagaggag acctggtgac acagtagcct ttcggcagag ctccttggga tgagtaggaa 60 
gtgctgctgc aggttttgtc tgggggatat ctgagccatt tctctgtggg cagctgtgtt 120 
tcaaagtctg ggcaggttgt tgttgaattt tgcgtgggct gccaggattt tgtggaagta 180 
taatactttg tcattatgag atgtcgtctc tcggtgcctc ctttgtgcaa attaaatttg 240 
atgacttgca gttttttgaa aactgcggtg gaggaagttt tgggagtgtt tatcgagcca 300 
aatggatatc acaggacaag gaggtggctg taaagaagct cctcaaaata gagaaagagg 3 60 
cagaaatact cagtgtcctc agtcacagaa acatcatcca gttttatgga gtaattcttg 420 
aacctcccaa ctatggcatt gtcacagaat atgcttctct gggatcactc tatgattaca 480 
ttaacagtaa cagaagtgag gagatggata tggatcacat tatgacctgg gccactgatg 540 
tagccaaagg aatgcattat ttacatatgg aggctcctgt caaggtgatt cacagagacc 600 
tcaagtcaag aaacgttgtt atagctgctg atggagtatt gaagatctgt gactttggtg 660 
cctctcggct ccataaccat acaacacaca tgtccttggt tggaactttc ccatggatgg 720 
ctccagaagt tatccagagt ctccctgtgt cagaaacttg tgacacatat tcctatggtg 780 
tggttctctg ggagatgcta acaagggagg tcccctttaa aggtttggaa ggattacaag 840 
tagcttggct tgtagtggaa aaaaacgaga ggctaaagaa actagagcgt gatctcagct 900 • 
ttaaggagca ggagcttaaa gaacgagaaa gacgtttaaa gatgtgggag caaaagctga 960 • 
cagagcagtc caacaccccg cttctcttgc ctcttgttgc aagaatgtct gaggagtctt 1020' 
actttgaatc taaaacagag gagtcaaaca gtgcagagat gtcatgtcag atcacagcaa 1080'; 
caagtaacgg ggagggccat ggcatgaacc caagtctgca ggccatgatg ctgatgggct 1140. 
ttggggatat cttctcaatg aacaaagcag gagctgtgat gcattctggg atgcagataa 1200 
acatgcaagc caagcagaat tcttccaaaa ccacatctaa gagaaggggg aagaaagtca 1260 
acatggctct ggggttcagt gattttgact tgtcagaagg tgacgatgat gatgatgatg 1320* 
acggtgagga ggaggataat gacatggata atagtgaatg aaagcagaaa gcaaagtaat 1380 
aaaatcacaa atgtttggaa aacacaaaag taacttgttt atctcagtct gtacaaaaac 1440 
agtaaggagg cagaaagcca agcactgcat ttttaggcca atcacattta catgaccgta 1500 
atttcttatc aattctactt ttatttttgc ttacagaaaa acggggggag aattaagcca 1560 
aagaagtaca tttatgaatc agcaaatgtg gtgcctgatt atagaaattt gtgatcctat 1620 
atacaatata ggacttttaa agttgtgaca ttctggcttt ttcttttaat gaatactttt 1680 
tagtttgtat ttgactttat ttcctttatt caaatcattt ttaaaaactt acattttgaa 1740 
caaacactct taactcctaa ttgttctttg acacgtagta attctgtgac atactttttt 1800 
tttcttatag caatacactg taatatcaga aatggttggc ctgagcaacc tagtaagacc 1860 
tcgtctctac taataattaa aaaactagct ggcatggtag cacacacctg tagtcccaga 1920 
tacttgggag gccaaggcag gaggattgct tgagacctag caatcagtca gggctgcagt 1980 
gagccatgat ggcaccactg cactctagcc tgggcaagag aacaagatcc tgtctcaaaa 2040 
aacaaaaaaa agaaagaatt gatagtacaa aatccaacaa caatactgag atgatctaag 2100 
aaggttataa caaaatgctc ttcagaaata cctaagtgct gagaattttt agtactaaag 2160 
agcacagctg ctcaaagtaa agcctgagca gtgttctcag taatgtattt gaaggaaaaa 2220 
taccctgatt tgaaaccaac agcagatgtt gcaaactttc ataccactgc tggccatgga 2280 
agcctcttaa caacacactg tcatttaagg ctgtgcttgt gctttataca aagagaaaga 2340 
ggtggtctta aggggatgct tccagggggt gagttcatgc ctctcctgta ttttccagca 2400 
agtggggtat gtgtggtggt tgttttttag aggggcataa taatccagga ttctaagcat 2460 
atgctcagct attttaaaga ggaaattaaa tattataaaa gaaatagtaa agataagtta 2520 
tcctcactta ggcaaaagca caggtccttt ccatatcaag tttagcctac cagggttgtt 2580 
ttttgtttta accctgctta ataatgttgg tgttttagaa gtagatacag gcactgctct 2640 
gaaaacctgg ctagccaagg atattctcag aatgttatca cctgtttgtc aaagcttgtt 2700 
taaattataa aacactttta attatatata tgaggcaaaa gaactaagac ttttttcaaa 2760 
ctaaattaga aaggagtgtc attatttgac tgttaaacca aaatattttt ggtgggtctt 2820 
tttatggaag tttaaagaaa ggacatcatc atagatatga tctaacagta tttctaacta 2880 
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tatttgatca ttaaaagcct cttggaattt gaagcgtgac gtgtttctaa tgccccttga 2940 
gaggtgaaaa ataccacata atgatcagta tgctgtgcca gcttcatttg gggagaaata 3000 
actagtagaa agttctgggt gtgaggtgta cagcagtcta ggtggcatag tgatgaagaa 3060 
agggatcaga gtctgactgt cactcagaat cctgggctca gttgcttgac aaccttggga 3120 
aaattgtttt atctttgtgc gtctgtttgc tgatcttcag cgtgggaata ataacagtac 3180 
ctacttgaaa ggatcattgt gcggattaaa agaaataata tatgtaaagc actttaacac 3240 
agcaccaggc ccacggaaag tggctaatgt tagctactat gaatggtgcc agtgaagaca 3300 
ctgaaaaata agtgatttca gtaaccttct ggaaagctat cagtttcaaa taatattttc 33 60 
tctgtagtat gagatgaaat taaaagtgga tagctttcag gaaagataaa gagaacatgc 3420 
ttagaatgta agctaaacag attttttctg ttgctctttg aaaactatga gccctggcca 3480 
gcttaacctg gtctgaggtg agactaaaca caaaaacagt agataaatct ctccctaaaa 3540 
gatggattcc cccacatacc catgctacta gtttctctgt ctattcacac atatgtacaa 3600 
atacatgaac acagcctgtc tgtgctcaga catagagaag tactacctga cttgagtcaa 3660 
tgcacccaag aagaaaagct tggagtagag cagaagggag ggcttgggac tcctgtcttt 3720 
ccagcatgcc ctggggtgca gtggtcagcc acctgaagag agagccaata gccatggggt 3780 
ttacaaggca aagatagtca ttcattcaaa cacatattca tagaagctcc ttctctgtgc 3840 
cagacaactg ttctggaaga tagctagatg aaaatctttg cactcacagg agcttaacat 3900 
gccagtgagt gaagatcgat gataaataaa gcaaatgcat catatgttca catttgataa 3960 
gtatatgcca aaaaatgaag ccgggaagga ggacaaggcc catgggtggg tgttgaggtt 4020 
tttaaagtgt ggtcaggaaa ggccccactg ataaggtaac atttgagcaa gtctgaaaaa 4080 
ggcaagggga tctttggggc taacttcggg atccctgcac tttatgtaag aatgtaaacc 4140 
tggagtctca tttaagaatg atcagcaata cgtttagaac atatgaactg aatgaaatgg 4200 
acattttttc ttaatttatg tataaatcca tatgattata cataaagttc tgatgcatta 4260 
ataaaagcag ccaaataggg ccaaagagaa aaataacagg actctgtact ggacctaact 4320 
ttatcattaa ttaggtaata; ttttcctcat ttctttactg ctgccatttt cctcaccagt 43 80 
attccagaga tggtcatagc tcattactct accaccaaga acctaaaagg aattagaata 4440 
cagcagaatt ggcctcagtg aagagcttaa aattgttctc ctcgtagaac tggactattg 4500 
atcattacca cgtgacgttg gctctattac tttctgttcc caatgtcctt ctagtggttt 4560 
gaaaatgtta aaacatccaa aaaaaaacaa cccggtagca ttgtcccttc cccactgaca 4620 
aacttatcaa atccagaagc tttagagttt cgtctctaat tatttttctc ctgaacaaaa 4680. 
ttacccaagt caaaacaaaa tgtattttta gaattacggc agcatacgac ctgaattttg 4740 
tgagtttcgt ggctttatct taaatcacca tttccctaaa aatggtttct ttctccttag 4800. 
aaatgctggt ggcaacttga tgaaacagcc aaatgcacca gggcaggtca ctttcccatt 4860. : 
acactgattc cacaattaaa aaaataaaaa aaagaaaaaa aactcattga gatagctaca 4920 
gttctatagg ttaatttaaa gcctcctttt tctactcatt tttgaaagca aaattacatt 4980- 
ttactatttt acataaccag tgaaaagacg ttgaaagcct acagctcact gttttgggtg 5040- 
ctctggaaat gttgagggtg ggtttttaac cagtgatttt taacgtgcag tgaatttgtt 5100 i 
agacttttaa acaccagcta aggtagtcaa acttgatccc cattaaaaat caaggaatta 5160< 
ggggtcgggg gagggtttag gagtgatcca gaatgacctc ccagaattac tgtgcgtaca 5220 ' 
actttatttt tcagagtttt cattgggaat ggtaagagtg tttatgaaag acagttttaa 5280 
aacttattct gagttaaata ttaatacttt aaaaaattat tgtactagac ttatcgcagc 5340 
cttttgaaag tagcagagtt tcatcatacc acatatataa cagagcataa attttctata 5400 
atcaggcacc ttttgctgct tttgagtaag actgttttcc tgtttaagtg ttaagcatcg 5460 
ccagacataa aaatctattc tctcctctcg attgtagcat agcctgacag ctctagatac 5520 
agcatttcta tgatgaaaaa tgagtatcca tcaggaaatc tagaagacta gccgtgtttt 5580 
ctcagactcc acctttgttt gcactctgtt gcctgtgagg agctttctgg catgtgatta 5640 
tttacttcaa aactagagtt ccaagcacct acattaatta ttttatattg tgtgcagaat 5700 
agtatatctt ttaatgtcag atatgataca ctgcacatat tgcttttgca ctcttaaaat 5760 
ttttgtacta aataatagaa aatatttata ttctttgagt gtgagctttg aatagatggc 5820 
attatcactt tattgttttt ttaacaaaaa ctttttctca attattctat tgcaatgtta 5880 
ttctgagcaa gtcctatgcc aaatatcttg tataatgttt gtatggaaga ttaaatttta 5940 
ctcttgtgtg gtaagactat ttcagttact gattttatag ttggaatttg atattccagc 6000 
acaaagtcca cagtgtattc agaaatccaa gttggtgtca tacatttcat tttgatgtga 6060 
acttttcttt gctttccttt gttctaagac tccattttgc aataaacgtt ttgacagcaa 6120 
aa 6122 

<210> 86 

<211> 1914 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7526442CB1 
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<400> 86 

gctgtcatcg ttccgtgggc cctgctgcgg gcacgctctc ggcgcatgcg ttttttatgc 60 
gggattaagc ttgctgctgc gtgacagcgg agggctagga aaaggcgcag tggggcccgg 120 
agctgtcacc cctgactcga cgcagcttcc gttctcctgg tgacgtcgcc tacaggaacc 180 
gccccagtgg tcagctgccg cgctgttgct aggcaacagc gtgcgagctc agatcagcgt 240 
ggggtggagg agaagtggag tttggaagtt caggggcaca ggggcacagg cccacgactg 300 
cagcgggatg gaccagtact gcatcctggg ccgcatcggg gagggcgccc acggcatcgt 360 
cttcaaggcc aagcacgtgg agactggcga gatagttgcc ctcaagaagg tggccctaag 420 
gcggttggaa gacggcttcc ctaaccaggc cctgcgggag attaaggctc tgcaggagat 480 
ggaggacaat cagtatgtgg tacaactgaa ggctgtgttc ccacacggtg gaggctttgt 540 
gctggccttt gagttcatgc tgtcggatct ggccgaggtg gtgcgccatg cccagaggcc 600 
actagcccag gcacaggtca agagctacct gcagatgctg ctcaagggtg tcgccttctg 660 
ccatgccaac aacattgtac atcgggacct gcccccaagg cccatccagg gcccccccac 720 
atccatgact tccacgtgga ccggcctctt gaggagtcgc tgttgaaccc agagctgatt 780 
cggcccttca tcctggaggg gtgagaagtt ggccctggtc ccgtctgcct gctcctcagg 840 
accactcagt ccacctgtfcc ctctgccacc tgcctggctt caccctccaa ggcctcccca 900 
tggccacagt gggcccacac cacaccctgc cccttagccc ttgcgagggt tggtctcgag 960 
gcagaggtca tgttcccagc caagagtatg agaacatcca gtcgagcaga ggagattcat 1020 
ggcctgtgct cggtgagcct taccttctgt gtgctactga cgtacccatc aggacagtga 1080 
gctctgctgc cagtcaaggc ctgcatatgc agaatgacga tgcctgcctt ggtgctgctt 1140 
ccccgagtgc tgcctcctgg tcaaggagaa gtgcagagag taaggtgtcc ttatgttgga 1200 
aactcaagtg gaaggaagat ttggtttggt tttattctca gagccattaa acactagttc 1260 
agtatgtgag atatagattc taaaaacctc aggtggctct gccttatgtc tgttcctcct 1320 
tcatttctct caagggaaat ggctaaggtg gcattgtctc atggctctcg tttttggggt 1380 
catggggagg gtagcaccag gcatagccac ttttgccctg agggactcct gtgtacttca 1440 
catcactgag cactcattta gaagtgaggg agacagaagt ctaggcccag ggatggctcc 1500 
agttggggat ccagcaggag accctctgca catgaggctg gtttaccaac atctactccc 1560 
tcaggatgag cgtgagccag aagcagctgt gtatttaagg aaacaagcgt tcctggaatt 1620 
aatttataaa tttaataaat cccaatataa tcccagctag tgctttttcc ttattataat 1680 t 
ttgataaggt gattataaaa gatacatgga aggaagtgga accagatgca gaagaggaaa 1740 : 
tgatggaagg acttatggta tcagatacca atatttaaaa gtttgtataa taataaagag 1800 ' 
tatgattgtg gttcaaggat aaaaacagac tagagaaact tattcttagc catcctttat I860'' 
ttttatttta tttatttttt gatggagtct tgcactccag cctggtgaca gact 1914- 
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